EU644094.1 gg_id:284052 and Samoylov island Lena active layer -centred polygon near permafrost table; Rim_
EU283577.1 gg_id:277874 Model Early Earth Harbors Deeply Divergent Divisions Anderson Lake clone A1480
AY426455.1 gg_id:102061 full-scale anaerobic UASB bioreactor treating paper mill wastewater clone E10
AB525472.1 gg_id:574788 Segregated ANME-1 and -2 cold-seep marine sediments deep-sea methane seep sed
CU918240.1 gg_id:552873 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
AJ009500.1 gg_id:2724 chlorobenzene-degrading consortium clone SJIA-170

GQ406184.1 gg_id:511535 Benthic submerged sinkhole ecosystems sediment clone BK-45-22

AB274514.1 gg_id:208234 packed-bed reactor clone CFB-25

EU542451.1 gg_id:260455 Effects chemical structure concentration on pathways microbial during dechlorinatio
AJ306740.1 gg_id:66949 DCP-dechlorinating consortium clone SHA-2

AF050565.1 gg_id:2742 contaminated aquifer clone WCHB1-44

CU923309.1 gg_id:559697 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
AF050564.1 gg_id:2728 contaminated aquifer clone WCHB1-43

AF050563.1 gg_id:2741 contaminated aquifer clone WCHB1-80

AF507691.1 gg_id:65692 forest soil clone 5041

EU134049.1 gg_id:241276 tallgrass prarie soil clone FFCH10915

AB240366.1 gg_id:143557 microbial structure Phragmites rhizosphere biofilm reed bed reactor laboratory clone
EU669628.1 gg id:311252 soil clone 522-83

EF520628.1 gg_id:232744 structure lakes: what controls ? acid-impacted lake clone ADK-IHh02-60

AB286334.1 gg_id:211661 Reducing production and domination comamonadaceae reducing oxygen supply was
AB487122.1 gg_id:594201 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSNIRO!
FJ592893.1 gg_id:572435 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
AJ009460.1 gg_id:2751 chlorobenzene-degrading consortium clone SJA-35

EF516324.1 gg _id:225605 grassland soil clone FCPU564

EF516490.1 gg_id:219565 grassland soil clone FCP5418

DQ128817.2 gg_id:186887 no tillage soil clone HSB NT53 E04

EU134243.1 gg_id:242432 tallgrass prarie soil clone FFCH2524

EF515997.1 gg_id:217684 grassland soil clone FCPP418

DQY06813.1 gg_id:251412 Oman subsurface soil clone 5B-12

EU134012.1 gg_id:250099 tallgrass prarie soil clone FFCH5198

AY922056.1 gg _id:113502 farm soil clone AKYG705

AY922073.1 gg_id:113276 farm soil clone AKYG885

AY921805.1 gg_id:112836 farm soil clone AKYG617

AY921706.1 gg_id:112949 farm soil clone AKYH1185

AY922118.1 gg id:113599 farm soil clone AKYH1480

EU134246.1 gg_id:235741 tallgrass prarie soil clone FFCH477

AB257647.1 gg_id:261663 Microbial few millimeters be surface dolomite rock 'Val Piora' Alps 1965 meters aboy
GQO015160.1 gg_id:494503 Topographical and Temporal Human Skin Microbiome skin palm clone nbw765b09¢:
AY921657.1 gg_id:114052 farm soil clone AKYG631

AY922170.1 gg_id:113170 farm soil clone AKYH910

EF019661.1 gg_id:217133 aspen rhizosphere clone Elev_16S 815
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EU644094.1 284052 3632.1 5778.6 82309 26753 14254 17236
EU283577.1 277874 2007.8 2366.3 674.7 14255 5795 8593
AY426455.1 102061 106.3 385.0 507.0 2046 1074 166.1
AB525472.1 574788 6929.5 67113 57264 4771.6 5463.7 7739.3
CUS18240.1 552873 33849 39312 17749 25694 2700.2 1600.6
AJG0S500.1 2724 44.9 51.8 1425 77.2 74.1 35.7
GQ406184.1 511535 1419 418.0 11852 4125 3544 1217
AB274514.1 208234 919 2053 85.8 1378 164.3 400.0
EU542451.1 260455  385.7 18221 17823 1554 1120 82.1
AJ306740.1 66949 5662.6 6706.6 7247.1 54874 3698.5 56735
AF050565.1 2742 1261.2 1852.2 20813 784.1 808.0 601.9
CUs23308.1 559697 43%2.8 4095.0 6060.4 43752 3034.0 27859
AF050564.1 2728 27935 39919 1960.3 1980.1 3683.5 2879.8
AF050563.1 2741 64.7 2059 1271 52.2 87.6 46.7
AF507691.1 65692 51.6 2256 107.4 57.0 534 22.7
EU134049.1 241276 6409.3 7127.4 61574 4601.7 5399.7 85148
AB240366.1 143557 814.2 1226.2 406.5 3236.4 2645.7 761.0
EU669628.1 311252 5200.0 6051.7 38513 2117.1 36595.0 3326.8
EF520628.1 232744 42913 4408.8 39273 32710 4452 5976
AB286334.1 211661 545 1273 521.7 1286 69.3 80.9
AB487122.1 594201 4024.0 3318.1 68419 13588 513.0 13447
FJ592893.1 572435 29125 3510.5 5700.8 2045.3 38253 2806.0
AJ009460.1 2751 18.8 39.9 56.8 51.3 74.2 36.1
EF516324.1 225605 52.8 39.7 290.6 88.1 86.9 61.9
EF516490.1 219565 1388.7 1209.1 2718.8 2165.3 2339.7 38213
DQ128817.2 186887 5927.7 7157.0 64249 36286 9371.7 58545
EU134243.1 242432 5538.1 6168.1 7085.1 3535.0 6514.0 4293.3
EF515997.1 217684 13547.8 15078.2 13030.9 12377.0 12476.1 16762.4
DQS06813.1 251412  948.7 1852.6 4484.6 1152.8 1178.0 1083.5
EU134012.1 250099 1913.3 24621 51446 7095 22432 15244
AY922056.1 113502 2645.1 25539 2799.0 1979.8 1618.9 1880.7
AY922073.1 113276 2846.5 29439 3570.1 13164 28916 2126.8
AY921805.1 112836 4544.0 4707.7 4799.1 4546.0 47679 5433.0
AY921706.1 112949 4009.0 6031.0 28944 3460.0 2077.0 1761.0
AY922118.1 113599 10332.2 10255.0 8544.9 9995.8 11602.4 9420.6
EU134246.1 235741 4776.7 6116.7 8604.4 4839.1 5010.2 9300.0
AB257647.1 261663 4498 7347 5124 486.8 10743 7826
GQ015160.1 494503 3465.0 3103.7 4582.8 3311.2 56684 49310
AY921657.1 114052 688.4 12243 2205.0 1728.8 1430.6 15249
AY922170.1 113170 6119.1 3082.6 5669.7 5738.7 51483 4027.6
EF019661.1 217133 1216.8 1786.7 11883 7932 366.3 5546

ED_004625A_00010987-11100



k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria

p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi

__Caldilineae
__Caldilineae

__Caldilineae
__Caldilineae

__Chloroflexi-4
Chloroflexi-4

__ Chloroflexi-4

ED_004625A_00010987-11101



o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__ Caldilineales
o__Caldilineales
o__ Caldilineales
o__Caldilineales
o__Caldilineales
o__ Caldilineales
o__unclassified

o__unclassified

o__unclassified

f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f Caldilineaceae
f _Caldilineaceae
f _Caldilineaceae
f Caldilineaceae
f _unclassified

f unclassified

f unclassified

ED_004625A_00010987-11102



g A3l

g A3l

g A3l

g A31

g A3l

g A3l

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea

g Caldilinea
g_ SJA-15

g SIA-15

g SJA-15

g SIA-15

g SIA-15

g SIA-15

g_ SJA-15

g SIA-15

g unclassified
g __unclassified
g unclassified
g unclassified
g __unclassified
g unclassified
g unclassified
g __unclassified
g unclassified
g unclassified
g __unclassified
g unclassified
g sfA

g sfA

g sfA

ED_004625A_00010987-11103



S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_

S47
4
4
4
4
4
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

w
~

»vm oW W
~NON N

w
~J

51177
51360
51514
51625
51752
51785
51912
52167
52279
52287
52322
52377
52629
52644
52865
52871
52894
52926
57890
58008
58162
58206
58230
58304
58376
58630
52043
52153
52336
52392
52409
52449
52701
52728
52774
52792
52892
52898
55199
55374
55575

ED_004625A_00010987-11104



EU134022.1 gg_id:245929 tallgrass prarie soil clone FFCH3342

EF018570.1 gg_id:215669 aspen rhizosphere clone Amb_165 837

AF234723.1 gg_id:52208 sludge clone 547

EU134095.1 gg_id:239489 tallgrass prarie soil clone FFCH1188

AF234694.1 gg_id:44024 sludge clone A31

EU134015.1 gg_id:244349 tallgrass prarie soil clone FFCH5128

FM866303.1 gg_id:357330 Microbial several mining wastes Bulgaria uranium mill tailings clone BuhC-41
CU920994.1 gg_id:534526 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
EU134006.1 gg_id:245129 tallgrass prarie soil clone FFCH5499

AJ504591.1 gg_id:62551 sewage sludge clone

FJ203486.1 gg_id:314568 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
DQ289898.1 gg _id:169145 Microbial Carbon and Nitrogen Cycling Sediments South Atlantic Bight Permeable Sk
F1623297.1 gg_id:582257 Efficient polyhydroxyalkanoates production waste-activated submitted process seque
AM935699.1 gg_id:552001 Dynamics during identified and SSU libraries pilot-scale bioremediation process hyd
FJ542929.1 gg_id:509986 Microbiomic intestine earthworm Eisenia fetida fed ergovaline treatment gut clone B
EU104334.1 gg_id:349891 Evidence Comamonadaceae determinants settling performance activated sludge clo
DQ269088.1 gg_id:177331 marine macro-alga surface clone DPC004

EU421855.1 gg id:262783 Un-culturable Indian Himalayas soil under glacier Lahaul-Spiti Valley clone KC-9
AMO086103.1 gg_id:146618 Abundance and archaea mesotrophic Lake Kinneret lake profundal sediment clone «
FN563245.1 gg_id:582127 Impact changing HRT OLR on prokaryotes involved biomethanizitaion and fuzzy logic
AJ306792.1 gg_id:66912 DCP-dechlorinating consortium clone SHD-12

EF632948.1 gg _id:235963 Unique microbial contrasting aquatic altitude Andean Altiplano {northern Chile) fresh
EF464632.1 gg_id:210067 Identification sulfate reducing methylmercury contaminated SSU genes gold mine tai
AB426235.1 gg_id:263961 -situ identification study benzene-degrading s under methanogenic condition anaerc
DQ833494.1 gg_id:171902 detected analyses depth sediment Guanting Reservoir clone 35-62

AJ278167.1 gg_id:65481 anaerobic bioreactor clone SHD-71

FJ529287.1 gg_id:551159 Evidence vertical transmission symbionts adult embryo Caribbean sponge Svenzea ze
AB257633.1 gg_id:265961 Microbial few millimeters be surface dolomite rock 'Val Piora' Alps 1965 meters aboy
DQ351765.1 gg_id:150701 Microbial Adherent Sediment Particles Heavy Metal Contaminated North Sea Surfac
FM253624.1 gg_id:316363 Rock gold mine unusually microbial biofilm clone G09-1

AM176891.1 gg_id:160746 Recovery mangrove sediment clone 5ZB48

FJ481351.1 gg_id:580216 Microbes marine sponges sponge tissue clone XC1G09

EU529736.1 gg_id:272484 FACS SBR EBPR system clone H94

FN396715.1 gg_id:556929 constant flux thermophilic cold seabed Arctic marine surface sediment clone s5 8 I
GU118628.1 gg_id:585994 Threatened Corals Provide Microbial Habitats clone Mfav_003

FM253593.1 gg_id:352787 Rock gold mine unusually microbial biofilm clone D04-1

DQ811875.1 gg_id:163552 mangrove soil clone MSB-4D11

AF419664.1 gg_id:69877 Guaymas Basin hydrothermal sediment clone a2b042

FJ481363.1 gg_id:578919 Microbes marine sponges sponge tissue clone XE1A01

AM997470.1 gg_id:539977 and biogeography deep-sea surface sediments South Ocean Atlantic Ocean:South-A
U20797.1 gg_id:13753 marine clone SAR202
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EU134022.1 245929  795.9 18455 24861 5721 12261 1776.2
EF018570.1 215669  121.0 127.2 206.1 51.6 76.6 46.6
AF234723.1 52208 3350.0 35185 3884.3 25420 4199.6 41721
EU134095.1 239489 829.9 4345 31329 12074 1198 2384
AF234694.1 44024 7084.7 5377.4 6226.3 6337.2 45389 5603.3
EU134015.1 244345  206.7 3476 353.7 17189 72.7 67.8
FM866303.1 357330 3731.7 47419 52633 2483.2 3459.0 3520.6
CUS20994.1 534526 14325.5 13445.9 10811.6 9487.5 7317.0 7013.0
EU134006.1 245129  832.4 3076.1 886.3 1131.0 205.6 486.5
AJ504591.1 62551 11167.1 8269.4 5733.0 93203 6726.3 7795.1
FJ203486.1 314568 8048.2 7909.5 12598.6 8331.6 6784.8 6862.1
DQ289898.1 169145 620.2 4821 1781.6 7404 7028 773.2
F1623297.1 582257 80.2 1526 70.3 90.1 85.7 42.6
AM935699.1 552001 51.6 88.6 1486 89.5 51.8 76.5
F15429259.1 509986 2158.5 3121.7 42775 22423 1333.8 2046.2
EU104334.1 349891 2588.8 3907.1 7853.2 16429 3161.1 24763
DQ269088.1 177331 431 102.1 21859 77.6 §7.7 56.7
EU421855.1 262783 187.0 4104 8798 111.2 67.4 75.4
AMO086103.1 146618 96.1 1254 22938 82.1 482.6 4497
FN563245.1 582127 2754 2516  220.7 99.7 76.0 59.0
AJ306752.1 66912 3258.9 3696.7 5337.7 12345 881.2 1801.1
EF632948.1 235963 5730.9 59404 111719 6595.5 5888.0 5753.0
EF464632.1 210067 175.2 413.2 819.2 3013 1756 195.3
AB426235.1 263961 2387.0 2057.1 2500.0 25%0.1 4415 S833.2
DQ833494.1 171902 3212 7703 1056.6 828.2 2691.9 2490.8
Al278167.1 65481 739 198.0 1333 79.8 4123 43.4
F1529287.1 551159 12838.6 13018.2 12738.9 11136.3 10615.1 8776.9
AB257633.1 265961 8515.6 8756.6 6534.6 67943 68217 59720
DQ351765.1 150701 4333.2 4855.6 6013.7 2648.8 3804.2 2976.7
FM253624.1 316363 22783.9 22236.9 19133.2 19285.2 19329.6 18322.1
AM176891.1 160746 25.8 61.3 82.7 67.2 71.5 25.6
FJ481351.1 580216 5140.5 8111.1 39319 29945 30454 2444.72
EU529736.1 272484 8269.8 8302.9 538169 7100.4 5116.3 7355.6
FN396715.1 556929 2085.1 3712.1 4222.0 2780.8 3660.7 3849.6
GU118628.1 585994 93339 10178.8 6641.6 7517.8 7647.7 6478.0
FM253593.1 352787 13905.1 14241.6 8916.6 11113.7 10154.8 9020.0
DQ0811875.1 163552 112.2 3053 2395 220.0 2123 2445
AF419664.1 69877 1532.1 3627.8 7257.1 2505.1 2376.3 3057.0
FJ481363.1 578918 38339 5049.7 2875.2 41155 2450.9 4891.9
AM997470.1 539977 10318.9 9440.8 5333.6 7105.7 5262.3 6973.1
U20797.1 13753 20.4 38.5 29.7 55.2 62.7 222.6
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GQ337267.1 gg_id:576457 Hydrography shapes biogeography deep Arctic Ocean water depth 428m clone CB1¢
DQ889888.1 gg id:171264 natural product producing octocoral Erythropodium caribaeorum Chloroflexi clone E
GQ337238.1 gg_id:547643 Hydrography shapes biogeography deep Arctic Ocean water depth 1000m clone CB:
GU118655.1 gg_id:556998 Threatened Corals Provide Microbial Habitats clone Mfav_L15

EU491393.1 gg_id:273086 Abundance and microbial life ocean crust seafloor lavas Hawai'i South Point X3 clone
AY485298.1 gg_id:106593 marine sponge clone 263

AM997386.1 gg_id:569629 and biogeography deep-sea surface sediments South Ocean Atlantic Ocean:South-A
GQ350036.1 gg_id:577420 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
GQ349088.1 gg_id:573377 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
FJ205383.1 gg_id:548109 Prokaryotic deep-sea hydrothermal region East Lau Spreading Centre deep marine se
GQ347250.1 gg_id:536270 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
GU118572.1 gg_id:562465 Threatened Corals Provide Microbial Habitats clone Mfav_A13

GU118688.1 gg_id:561516 Threatened Corals Provide Microbial Habitats clone Mfav_F17

AM259923.1 gg_id:257894 Chondrilla nucula-specific sponge mesochyl clone CN72

AY534097.1 gg_id:101670 Sargasso Sea clone SAR250

GQ337162.1 gg_id:569652 Hydrography shapes biogeography deep Arctic Ocean water depth 410m clone CB1.
EF076113.1 gg_id:238932 Sponge- microorganisms: ecology and biotechnological potential Bahamas: Little San
GQ337281.1 gg_id:561898 Hydrography shapes biogeography deep Arctic Ocean water depth 996m clone NBO!
AY704387.1 gg_id:111406 oceanic crust clone CTD005-74B-02

GQ348529.1 gg_id:583390 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
GQ337221.1 gg_id:587936 Hydrography shapes biogeography deep Arctic Ocean water depth 900m clone CB1¢
FJ481362.1 gg_id:583588 Microbes marine sponges sponge tissue clone XD2H09

GQ346854.1 gg_id:580967 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
EU050930.1 gg_id:256176 libraries sediment Kings Bay Svalbard Arctic clone SS1 B 06 02

AY592108.1 gg_id:104227 marine ANAMMOX sediment clone AY592108

GU118595.1 gg_id:584893 Threatened Corals Provide Microbial Habitats clone Mfav_A11

GU118631.1 gg_id:576491 Threatened Corals Provide Microbial Habitats clone Mfav_109

FJ481370.1 gg_id:539992 Microbes marine sponges sponge tissue clone XE1F02

GU118545.1 gg_id:558878 Threatened Corals Provide Microbial Habitats clone Mfav_K09

FJ529347.1 gg_id:573945 Evidence vertical transmission symbionts adult embryo Caribbean sponge Svenzea ze
FJ481360.1 gg_id:580543 Microbes marine sponges sponge tissue clone XD2G11

AB186998.1 gg_id:99290 Suiyo seamount hydrothermal vent water 0.2micro-m filterable fraction clone SSM-N!
GU118524.1 gg_id:564046 Threatened Corals Provide Microbial Habitats clone Mfav_C19

DQ300598.1 gg_id:146759 microbial ocean's interior amplicon single fosmid library pool 130m depth HOT static
AF005747.2 gg_id:13754 deep subsurface paleosol clone H1.2.f

AJ567556.1 gg_id:90508 deep-sea sediment clone MBMPE42

EU491251.1 gg_id:260023 Abundance and microbial life ocean crust seafloor lavas Loi'hi Seamount Pisces Peak
GU118534.1 gg_id:578581 Threatened Corals Provide Microbial Habitats clone Mfav_C17

FJ481355.1 gg_id:510043 Microbes marine sponges sponge tissue clone XD2B11

AY534092.1 gg_id:100849 Sargasso Sea clone SAR292

AAUI01000026.1 gg_id:191282 Chloroflexus aggregans str. DSM 9485
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GQ337267.1 576457 2279.2 2706.6 4155.2 3076.6 4978.7 6130.2
DO889888.1 171264 40.1 48.8 33.2 79.1 1025 51.2
GQ337238.1 547643 61.7 1203 82.0 58.6 1181 1105
GU118655.1 556998 2519.8 2932.9 5768.3 33859 644.1 19547
EU491393.1 273086 5800.1 7028.2 3602.6 3368.5 5316.1 61294
AY485298.1 106593 176.1 383.8 528.6 5596 85.4 1581
AM997386.1 569629 13274.8 142454 18354.2 12702.5 14138.4 15458.7
GQ350036.1 577420 13211.4 13962.2 9348.9 10198.6 7408.5 7798.7
GQ349088.1 573377 8889.5 11248.3 12248.2 5923.6 7526.1 6116.2
FJ205383.1 548109 4970.8 6283.4 4636.2 3381.7 3102.3 2968.0
GQ347250.1 536270 35.1 88.2 168.0 69.9 1184 130.3
GU118572.1 562465 13706.6 13800.5 2960.4 7321.9 4326.3 3367.6
GU118688.1 561516 6861.0 5532.8 34816 2886.1 17404 2161.7
AM255923.1 257894 4704.0 5652.8 32451 14853 18054 2259.2
AY534097.1 101670 S5111.0 8537.2 95641.9 8635.3 64284 8048.3
GQ337162.1 569652 14759 19314 5179 1554.8 510.7 14258
EF076113.1 238932 3769.4 2621.0 2558.2 1171.3 24705 3193.0
GQ337281.1 561898 3385.7 5409.7 4185.2 21895 990.1 1940.3
AY704387.1 111406 69.3 1278 1350 78.4 88.2 52.9
GQ348529.1 583390 42.2 43.4 94.0 68.4 68.1 38.7
GQ337221.1 587936 1719.7 2950.1 2835.8 1479.7 2943.9 3365.9
FJ481362.1 583588 149559 1757.2 14917 11463 10529 23524
GQ346854.1 580967 3456.4 4029.5 6163.1 25014 3704.2 4293.1
EU050930.1 256176 1227.8 1880.4 3277.8 2520.4 4200.5 27725
AY592108.1 104227 45.1 84.1 52.9 67.2 59.7 51.1
GU118595.1 584893 3439 498.0 9575 1740 117.6 156.6
GU118631.1 576491 8810.4 8387.2 8072.1 67585 5%47.4 6299.7
FJ481370.1 539992 4489.3 5019.5 8446.8 27221 2077.9 34196
GU118545.1 558878 3457.3 42549 9267.0 1884.9 1901.4 39539
F1529347.1 573945 2832.0 3429.7 2677.4 2657.9 12735 2408.6
FJ481360.1 580543 1371.8 1387.7 1955.1 11912 769.3 13713
AB186998.1 99290 1326 2714 3045 1434 2034 6520
GU118524.1 564046 67.8 84,5 8749 51.1 103.9 393.1
DQ300598.1 146759 2355 141.0 390.7 3185 1005 1494
AF005747.2 13754 1406 309.6 1925 83.5 66.9 58.3
AJ567556.1 50508 41.6 1495 15859 76.2 52.7 76.9
EU4591251.1 260023 7826.3 90915 43457 44626 4178.0 4684.7
GU118534.1 578581 3011.6 3243.3 25264 1361.7 2865.7 28174
FJ481355.1 510043 83374 9418.9 954509 3909.6 3547.8 5118.7
AY534092.1 100845 172.8 1483 6755 1150 1134 2216
AAUI01000026.1 191282 35.1 94.3 78.4 55.8 67.9 38.7
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NC 010175.1 gg_id:244956 Chloroflexus aurantiacus str. J-10-fl

DQ329889.1 gg id:159429 Guerrero Negro hypersaline microbial mat clone 01D2748

EU245131.1 gg_id:251486 Miniprimer new lens viewing world hypersaline microbial mat clone MAT-CR-H2-F12
AJ308501.1 gg_id:71275 Chloroflexus aurantiacus str. DSM 637

AB041226.1 gg_id:17199 Roseiflexus castenholzii str. HLO8

AB166782.1 gg id:107332 EBPR sludge clone UTFS-OF06-31

EU589291.1 gg_id:273949 China Ningxia rice paddy field soil clone 2_C1

NC 009523.1 gg_id:235028 Roseiflexus sp. str. RS-1

GQ397092.1 gg_id:591650 Functional unvegetated perhumid recently-deglaciated soils do not correlate shifis ¢
AB079639.1 gg_id:41211 Kouleothrix aurantiaca str. MYSI

FN594697.1 gg_id:579686 and arsenic mobilization rock biofilms ancient biofilom gold mine Zloty Stok clone b7
AY921852.1 gg id:113942 farm soil clone AKYG724

X84565.2 gg_id:1281 sludge clone SBR2022

EF520511.1 gg_id:230687 structure lakes: what controls ? acid-impacted lake clone ADK-MOe02-82
EU335386.1 gg_id:253621 Changes microbial metabolic and along hydrogeochemically variable profile unsature
AF507694.1 gg_id:65689 forest soil clone S095

EU134099.1 gg_id:241781 tallgrass prarie soil clone FFCH12331

EU881212.1 gg id:329622 Karst region natural restoration land soil clone KNR200711-149

EU134100.1 gg_id:240467 tallgrass prarie soil clone FFCH12357

EU134120.1 gg_id:248223 tallgrass prarie soil clone FFCH14454

FJ203609.1 gg_id:307846 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
DQ103661.1 gg_id:133760 hypersaline endoevaporitic microbial mat clone E6aA10

GU118012.1 gg_id:590439 Threatened Corals Provide Microbial Habitats clone Apal D13

DQ329906.1 gg_id:159054 Guerrero Negro hypersaline microbial mat clone 0202724

EU246315.1 gg_id:253655 Miniprimer new lens viewing world hypersaline microbial mat clone MAT-CR-P6-GG7
AF146832.2 gg _id:73897 Oscillochloris sp. str. R

NC _009972.1 gg _id:245517 Herpetosiphon aurantiacus str. ATCC 23779

AF039293.1 gg_id:1266 Herpetosiphon geysericola str. ATCC23076

AF004928.2 gg_id:74423 Dehalococcoides ethenogenes str. strain 195

NC 002936.3 gg_id:109890 Dehalococcoides ethenogenes str. 195

EU385770.1 gg_id:272948 Stratified microbes sediments Core MD05-2896 subseafloor sediment South China S
AB177317.1 gg_id:132805 seafloor methane hydrate clone ODP1251B13.5

EU385739.1 gg_id:269946 Stratified microbes sediments Core MD05-2896 subseafloor sediment South China S
AB177189.1 gg_id:135968 seafloor methane hydrate clone ODP123083.02

EU487871.1 gg_id:534610 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
AY704392.1 gg_id:111801 oceanic crust clone F$117-42B-02

GQ143778.1 gg_id:406679 Level Continental Shelf Sediment and Phylum-level lineages Phylum Planctomycetes
FJ746273.1 gg_id:533019 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
F1746218.1 gg_id:513194 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
AMS43570.1 gg_id:260482 Microbial dolomite formation Lagoa Vermelha Brazil carbonaceous sediments hypei
AY592728.1 gg_id:105090 deep-sea mud volcano clone Napoli-3B-61; BC07-3B-61
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NC_010175.1 244956 3102.6 2319.1 1355.6 12643 1988.3 2738.7
D0O329889.1 159429 35.5 455 1037 71.7 76.2 53.7
EU245131.1 251486 1526.3 1486.8 1630.6 3744 14383 1563.1
AJ308501.1 71275 88.1 63.5 1042 1117 67.4 49.1
AB041226.1 17195 1088.2 1674.2 1069.8 763.3 1262.0 10124
AB166782.1 107332  672.2 1138.8 3394.0 987.8 4855.8 4799.0
EU589291.1 273949 32813 4677.1 7064.3 33674 92503 12543.1
NC_008523.1 235028  108.7 1358 308.0 1523 4304 720.1
GQ357052.1 591650 7853.4 8800.5 6316.1 5353.0 13462.5 11092.1
AB079635.1 41211 440 1372 939 1235 180.8 2187
FN594697.1 579686 634.8 1020.7 6781.3 10785 2666.6 4713.5
AY921852.1 113942 2000.2 25448 3239.8 26784 2890.1 3287.5
X84565.2 1281 1723 1824 2338 107.0 3728 1408
EF520511.1 230687 3776 5663 2251 5336 2928 1537
EU335386.1 253621 12109.4 12503.9 12307.3 9481.8 14852.3 12388.9
AF507694.1 65689 18.9 38.7 88.6 62.8 77.9 19.3
EU134099.1 241781 2626.3 2560.0 703.4 33889 2600.5 1819.5
EU881212.1 329622 3317.3 4808.3 5511.2 3378.7 5976.1 6216.2
EU134100.1 240467 520.2 7146 8873 673.8 162.1 3665
EU134120.1 248223 3408.6 3908.6 9494.0 3529.0 5467.5 48254
FJ203609.1 307846 189.3 187.8 4228 187.8 108.7 43.7
DQ103661.1 133760 28.7 51.0 66.4 50.1 71.6 27.2
GU118012.1 590439 4430 3493 3433 1810.7 757.0 10529
DQ329906.1 155054 30.8 61.4 61.9 52.6 69.9 55.5
EU246315.1 253655 8758.0 8390.2 5576.6 40715 3598.9 2117.7
AF146832.2 73897 1364 204.2 109.8 1493 80.8 64.6
NC_009972.1 245517 695.3 623.5 405.7 2385 78.3 145.8
AF039293.1 1266 953 1155 53.3 77.2 53.8 43.7
AF004928.2 74423 9120.5 10698.7 8059.4 6740.0 10467.8 8242.3
NC_0025936.3 108890 3518.7 3608.1 3947.1 4283.8 2771.3 3284.0
EU385770.1 272948 3102.6 40154 2548.2 3601.2 3945.6 4095.3
AB177317.1 132805 2816.8 8620.8 1568.3 48824 3285 8083
EU3857358.1 269946 3102.2 4209.6 5324.2 13941 1674.0 1335.1
AB177185.1 135968 247 28.5 1626 59.5 60.6 27.7
EU487871.1 534610 6337.7 7769.4 6345.0 6860.0 6162.4 6264.8
AY704392.1 111801 2824 7228 7028 3620 2798 3329
GQ143778.1 406679 22.4 45.7 161.2 48.9 66.5 28.1
F1746273.1 533019 2654.7 3204.8 34743 26895 1851.4 1837.6
F1746218.1 513194 7%83.1 8057.8 6145.0 6820.7 5286.7 6270.0
AM943570.1 260482 2721.0 2898.8 3624.2 23784 2033.4 22805
AY592728.1 105080 263.0 3555 4439 2059 1264 85.7
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FJ902307.1 gg_id:587486 phreatic limestone sinkholes northeastern Mexico biomat rock outcrop cenote La Pal
FJ746184.1 gg_id:510245 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
F1746258.1 gg_id:508819 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
AY093479.1 gg_id:63106 deep marine sediment clone MB-C2-126

FJ873285.1 gg_id:547318 Vertical and archaea methane-rich cold seep located base sediments Okhotsk Sea clo
EU385867.1 gg_id:273645 Stratified microbes sediments Core MD05-2902 subseafloor sediment South China S
EU487958.1 gg_id:545811 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
EU181494.1 gg_id:257219 Prokaryotic enhanced organic matter remineralization continental margin marine se:
AF005745.1 gg_id:13747 deep subsurface paleosol clone t0.6.f

U81649.2 gg id:13743 anaerobic digestor clone vadinBA26

FJ810554.1 gg_id:461677 Subsurface ecosystem resilience: Long-term attenuation subsurface contaminants su
AM943590.1 gg_id:277282 Microbial dolomite formation Lagoa Vermelha Brazil carbonaceous sediments hype!
EU679418.1 gg_id:573684 Dehalogenimonas lykanthroporepellens str. BL-DC-8

AF005750.2 gg_id:13748 deep subsurface paleosol clone H3.93

AB300091.1 gg_id:225611 Wide ancient microbial DNAs Quaternary sediments holocene mud sediment clone k
DQ223084.1 gg_id:143078 Field-Scale Quantification Dehalococcoides sp. Chlorinated Ethene-Contaminated Ac
EU488207.1 gg_id:544565 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
EU385763.1 gg_id:265942 Stratified microbes sediments Core MD05-2896 subseafloor sediment South China S
EU385870.1 gg_id:263318 Stratified microbes sediments Core MD05-2902 subseafloor sediment South China S
DQ394965.1 gg id:153904 harbor sediment clone VHS-B3-81

EU037997.1 gg_id:241901 Episodic subaerial speleogenesis controlled mineralogy microbial colonization and cc
CU917587.1 gg_id:538628 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
DQ513102.1 gg_id:160026 Microbial life fluids ridge flank crustal fluid clone FS274-70B-03

EU385714.1 gg_id:274642 Stratified microbes sediments Core MD05-2896 subseafloor sediment South China S
AB241538.1 gg_id:143037 microbial structure Phragmites rhizosphere biofilm reed bed reactor laboratory clone
DQ513037.1 gg_id:160017 Microbial life fluids ridge flank crustal fluid clone FS142-4B-02

AB189693.1 gg_id:113904 termite gut homogenate clone Tc-59

AF407200.1 gg_id:31890 CB-contaminated groundwater clone GIF9

FJ264678.1 gg_id:330913 Manganese and lron Dependent Anaerobic Oxidation Methane methane seep sedime
DQ463707.2 gg_id:167201 distinct Lake Tanganyika anoxic hypolimnion clone TK-SH11

AMO086125.1 gg_id:147104 Abundance and archaea mesotrophic Lake Kinneret lake profundal sediment clone «
FN396625.1 gg_id:554232 constant flux thermophilic cold seabed Arctic marine surface sediment clone s5 0 |l
DQ394968.1 gg id:155275 harbor sediment clone VHS-B3-87

EU542435.1 gg_id:261089 Effects chemical structure concentration on pathways microbial during dechlorinatic
FJ901746.1 gg_id:512765 phreatic limestone sinkholes northeastern Mexico biomat 50m deep cenote La Palita
EU386079.1 gg_id:267006 Biogeographical and microbes sediments on subseafloor sediment South China Sea ¢
AY093456.1 gg_id:56382 deep marine sediment clone MB-A2-101

EU385821.1 gg_id:273489 Stratified microbes sediments Core MD05-2896 subseafloor sediment South China S
GQ143803.1 gg_id:409759 Level Continental Shelf Sediment and Phylum-level lineages Phylum Planctomycetes
GQ259278.1 gg_id:563464 Microbial activities coastal marine sediments and water column Svalbard deep sedir
FJ873289.1 gg_id:549034 Vertical and archaea methane-rich cold seep located base sediments Okhotsk Sea clo
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FJ902307.1 587486 2675.3 3762.4 42561 44106 2773.4 27359
F1746184.1 510245 2487 3580 5174 166.8 191.0 1323
F1746258.1 508818 6114.0 6897.9 3579.7 3317.7 28421 24490
AY(093479.1 63106 608.6 683.8 360.7 309.7 869 1874
F1873285.1 547318 2303.8 2428.0 2562.2 1824.2 1991.3 21815
EU385867.1 273645 3800.0 37629 3625.6 5080.6 7898.5 7646.3
EU487958.1 545811 4306.8 3917.1 48574 60320 3782.2 3986.5
EU181494.1 257219 2613.6 3377.6 4528.1 31665 657.5 11275
AF005745.1 13747 183.2 3327 4209 2064 1023 105.1
U81649.2 13743 16.0 25.7 2354 49.3 42.0 114
F1810554.1 461677 32375 2372.3 3636.2 28286 19139 13773
AM943590.1 277282 10356.5 12308.6 9420.8 7312.4 10973.1 11246.2
EU679418.1 573684 3007.8 39444 7266.2 5354.7 1683.6 27379
AF005750.2 13748 3612.3 4262.0 2141.2 3700.1 2040.0 1805.1
AB300091.1 225611 845 1158 370.2 1258 500.8 75.5
DQ223084.1 143078 14725 2393.1 3090.7 1675.1 6494 916.0
EU488207.1 544565 5068.1 6078.5 4271.8 4164.6 6670.1 6242.6
EU385763.1 265942 3816.6 58364 4877.1 3998.3 2685.1 3775.0
EU385870.1 263318 5598.5 5708.0 4624.8 4233.1 55375 4857.0
DQ394965.1 153504 64.9 1623 915 1278 86.1 117.2
EU037997.1 241901 2581.1 5115.8 4818.0 37343 2016.8 23464
CUS17587.1 538628 4217.0 4320.0 3300.1 29255 3570.1 27486
DQ513102.1 160026 8021.3 8716.2 B8466.5 7094.6 43395 55705
EU385714.1 274642 3518.0 66483 4615.7 33113 27445 40713
AB241538.1 143037 71.7 2015 12446 1153 1155 95.0
DQ513037.1 160017 32.0 415 2224 69.1 76.5 55.2
AB1896593.1 113504 9226 672.0 1059.6 308.7 928.1 4365
AF407200.1 31890 7054.0 10047.9 846.7 5946 352.1 2287
F1264678.1 330913 8881.3 9699.7 10498.6 7208.4 4211.8 52374
DQ463707.2 167201 2454.0 2476.6 1818.0 2501.1 1993.7 2585.7
AMO086125.1 147104 39.2 58.2 1788 72.9 56.1 19.1
FN396625.1 554232 3230.8 5079.7 51254 5028.1 4103.1 4943.0
DQ394968.1 155275 1092.4 18238 212.0 253.7 646.8 315.2
EU542435.1 261089 2510.3 3143.0 4823.8 4468.7 2899.2 28918
FJ901746.1 512765 1251.7 1274.1 676.1 4317 1056 161.1
EU386079.1 267006 5058.6 7153.9 7215.7 41357 2803.8 3286.3
AY093456.1 56382 80.1 219.7 2063 1516 3048 3504
EU385821.1 273489 6764.5 7323.9 52227 47392 3209.6 32518
GQ143803.1 408759 28719 3189.6 20728 7824 306.6 4925
GQ259278.1 563464 11647.4 11862.0 9286.3 8575.5 7806.8 10096.3
F1873285.1 549034 58395 6404.9 40358 1738.6 1261.6 1285.0
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FJ901649.1 gg_id:570224 phreatic limestone sinkholes northeastern Mexico biomat 30m deep cenote La Palita
EU181502.1 gg_id:253195 Prokaryotic enhanced organic matter remineralization continental margin marine se:
EU488464.1 gg_id:535141 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
FJ746280.1 gg_id:559658 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
DQ330175.1 gg_id:159156 Guerrero Negro hypersaline mat clone 08D2Z16

AB525458.1 gg id:552108 Segregated ANME-1 and -2 cold-seep marine sediments deep-sea methane seep sed
GQ246424.1 gg_id:559475 Temporal and spatial China North Yel Sea sediments clone Ld1-29

DQ811888.1 gg_id:163063 mangrove soil clone MSB-5B10

FJ264593.1 gg_id:352084 Manganese and Iron Dependent Anaerobic Oxidation Methane methane seep sedime
EF061972.1 gg_id:199608 Xiamen China mangrove sediment clone XME56

GQ264467.1 gg_id:568917 Structure Simulated Level Waste Site simulated level waste site clone WW3_173
EU386131.1 gg_id:273805 Biogeographical and microbes sediments on subseafloor sediment South China Sea ¢
EU335161.1 gg_id:241504 Changes microbial metabolic and along hydrogeochemically variable profile saturate
EF019820.1 gg_id:206654 aspen rhizosphere clone Elev_165 1165

EU287395.1 gg_id:249501 Pacific arctic surface sediment clone $26-95

GQ262892.1 gg_id:582010 Structure Simulated Level Waste Site simulated level waste site clone F1_52X2
GQ264295.1 gg_id:571700 Structure Simulated Level Waste Site simulated level waste site clone WW2_113
AF507693.1 gg_id:65691 forest soil clone S085

GQ402693.1 gg_id:587291 Accessing microbial biodiversity and metabolic potential tropical -based approach pt
DQ837236.1 gg id:255513 Archaeal and pristine National Park Spain Donana coastal aquifer clone 4951 2B 10
EF019508.1 gg_id:213345 aspen rhizosphere clone Elev_16S_1010

FJ746136.1 gg_id:512873 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
EF019505.1 gg_id:210026 aspen rhizosphere clone Elev_16S 1007

F1746106.1 gg_id:543849 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
GQ264238.1 gg_id:577544 Structure Simulated Level Waste Site simulated level waste site clone WW1_b36
FJ153023.1 gg_id:329203 Changes ly soil (Mexico) flooding alkaline saline soils former lake Texcoco clone TX4Cl
EF157231.1 gg_id:239349 Microbial natural asphalts rancho la brea heavy oil seeps Rancho La Brea tar pits clon
FN545887.2 gg_id:567811 un 2 Rupi basin Bulgaria hot spring clone S2R-176

EU043839.1 gg_id:246200 luences structure fosters richness subtropical Altamaha Chopee River Valley inland ¢
EF516921.1 gg id:222810 grassland soil clone FCPN634

FJ466072.1 gg_id:513165 and carbon monoxide-oxidizing across successional on recent Hawaiian 1959 Kilauea"
EF494362.1 gg_id:222240 Nunnock River granitic landscape clone NR.1.006

AY425774.1 gg_id:104491 volcanic deposit 1790 clone 1790-6

GU205279.1 gg_id:525657 unusual Microbial Venezuelan Tepui (Orthoquartzite) Cave: Dominance Chloroflexals
DQ128986.2 gg_id:183422 old forest soil clone HSB OF53 F0O7

EF492970.1 gg_id:250185 Iron-manganese Nodule and lts Surrounding Soil soil around iron-manganese nodule
EF516298.1 gg_id:226220 grassland soil clone FCPN436

EU134194.1 gg_id:254105 tallgrass prarie soil clone FFCH12345

DQ450736.1 gg_id:161567 Microbial Alpine Tundra Wet Meadow Soil: Chloroflexi Cold Water-Saturated saturai
FJ478503.1 gg_id:557636 species richness estimates obtained nearly and simulated pyrosequencing-generated
EU881266.1 gg_id:321040 (long-term grazing and burned annual) Karst region serious disturbance field soil clor
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FJo01649.1 570224  857.3 2106.5 48335 12581 2505.6 2856.5
EU181502.1 253195 1117.0 2075.2 669.5 4758 8224 6785
EU488464.1 535141 3440.5 5606.7 5740.7 6455.8 5559.1 6541.9
F1746280.1 559658 3840.5 4891.2 47135 21856 2640.0 2611.1
DQ330175.1 159156 66.4 1205 1525 88.5 1011 57.8
AB525458.1 552108 10417.7 11217.0 14766.4 10659.0 12655.3 10863.0
GQ246424.1 559475 11491.4 122815 58448 8313.7 7638.0 8026.0
D0O811888.1 163063 10382.4 11550.1 6544.0 7555.2 7161.3 75836
FJ264553.1 352084 35894.5 53321 4838.2 5623.6 1055.1 1570.6
EF061972.1 199608 3231.2 35109 17859 33558 10323 23539
GQ264467.1 568917 3860.6 49485 49324 2509.5 3998.1 2971.6
EU386131.1 273805 7085.6 6853.0 13129.8 55143 33117 71714
EU335161.1 241504 675.4 14944 23651 5623 520.8 148138
EF019820.1 206654  261.3 3401 13823 1078 1759 2011
EU287395.1 249501 4176.6 4257.9 4803.2 2211.8 57343 49339
GQ2628592.1 582010 2621.5 2484.3 32359 2146.0 1828.0 2068.8
GQ264295.1 571700 28824 41819 55569 1363.0 2923.1 3150.8
AF507693.1 65691 834.2 954.0 1553.3 4514 11515 1407.8
GQ402693.1 587291 37443 47133 59035 2502.2 9694 8788
DO837236.1 255513 114.0 74.6 2014.6 50.7 46.5 72.2
EF015508.1 213345 65.6 68.2 49815 85.3 167.2 205.0
FJ746136.1 512873 23545 3908.9 8283.1 1996.1 5671.4 79685
EF019505.1 210026  102.6  302.7 269.7 107.6 59.6 66.6
FJ746106.1 543849 16256.8 17359.0 16336.4 10913.2 7785.2 9052.2
GQ264238.1 577544 2860.4 42843 7506.2 39014 58619 40134
FJ153023.1 329203 2748.9 3798.3 9116.3 3038.2 3179.3 3030.7
EF157231.1 239349 55859.8 6437.3 53899 4221.8 1362.4 4308.7
FN545887.2 567811 14827.6 14373.9 9050.5 110124 6005.0 56114
EU043839.1 246200  734.2 9641 11271 12383 2084 3816
EF516521.1 222810 26.4 47.4 37.8 48.1 55.9 30.1
Fl466072.1 513165 7785.1 69194 36704 38073 3101.4 3450.2
EF494362.1 222240 2628.7 23625 1914.0 3309.1 2908.0 3658.4
AY425774.1 104451 26.1 28.4 33.1 67.4 65.5 23.0
GU205279.1 525657 82317 8126.7 7851.4 6883.3 12966.8 13005.6
DQ128986.2 183422 14.1 30.6 24.5 36.1 61.3 27.5
EF492570.1 250185 18276.3 16126.0 16312.3 13021.4 15999.0 14771.5
EF516298.1 226220 2402.6 2207.3 1959.4 12115 1883.4 15340
EU134194.1 254105 5612.5 7634.0 5585.9 2900.1 2373.1 4045.6
DQ450736.1 161567 745.6 11345 666.3 1370.8 340.7 369.4
FJ478503.1 557636 9222.1 10240.9 32489 33346 35704 2913.2
EU881266.1 321040 11635.4 11957.3 8370.7 8862.5 6932.6 6978.8
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DQ450724.1 gg_id:160289 Microbial Alpine Tundra Wet Meadow Soil: Chloroflexi Cold Water-Saturated saturai
EU134187.1 gg_id:238971 tallgrass prarie soil clone FFCH11515

EF516303.1 gg _id:217400 grassland soil clone FCPP610

EF516607.1 gg_id:217959 grassland soil clone FCPS457

EF516939.1 gg id:226026 grassland soil clone FCPN516

AY425786.1 gg_id:100895 volcanic deposit 1959 clone 1959-2

FJ466064.1 gg_id:551596 and carbon monoxide-oxidizing across successional on recent Hawaiian 1959 Kilauea®
AY425785.1 gg_id:100738 volcanic deposit 1959 clone 1959-1

AM749770.1 gg_id:246345 Isolation ing candidate division soils New Zealand steam-affected geothermal soil
EU117169.1 gg_id:257714 Scratching surface rare biosphere tag primers recent progress made toward microbi:
DQ395967.1 gg_id:154958 deep-sea octacoral clone ctg CGOGA96

Fl479460.1 gg_id:557444 species richness estimates obtained nearly and simulated pyrosequencing-generated
EU133984.1 gg_id:241342 tallgrass prarie soil clone FFCH15563

DQ450723.1 gg_id:160354 Microbial Alpine Tundra Wet Meadow Soil: Chloroflexi Cold Water-Saturated saturai
AY425792.1 gg_id:105343 volcanic deposit 1959 clone 1959-8

EF018760.1 gg_id:204816 aspen rhizosphere clone Amb_16S 1221

DQ453119.1 gg_id:156599 acid mine drainage waste ore deposit clone 523

Fl466045.1 gg id:513135 and carbon monoxide-oxidizing across successional on recent Hawaiian 1959 Kilauea®
EU881207.1 gg_id:316520 Karst region natural restoration land soil clone KNR200711-096

EU133983.1 gg_id:240228 tallgrass prarie soil clone FFCH14125

AM180156.1 gg_id:159894 Ktedobacter racemifer str. SOSP1-21

EF516615.1 gg_id:223797 grassland soil clone FCPT647

AY221067.1 gg_id:102760 sediments collected at Charon's Cascade near Echo River October 2000 clone CCM6L
EF018635.1 gg id:212027 aspen rhizosphere clone Amb_16S 916

EF018870.1 gg_id:206963 aspen rhizosphere clone Amb_16S 1353

EF018585.1 gg_id:207796 aspen rhizosphere clone Amb_165 854

EF018513.1 gg_id:206278 aspen rhizosphere clone Amb_165 768

EF018442.1 gg id:206890 aspen rhizosphere clone Amb_165 1066

GQ263112.1 gg_id:566107 Structure Simulated Level Waste Site simulated level waste site clone F2_63X2
DQO67037.1 gg_id:134616 Lake Washington sediment clone pLW-95

FJ478583.1 gg_id:541082 species richness estimates obtained nearly and simulated pyrosequencing-generated
EU488103.1 gg_id:549321 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
GU444080.1 gg_id:522273 Effects amendments on fertility and microbial structure cucumber Cucumis sativus L
DQ814518.1 gg_id:168875 zebrafish digestive tract clone aaa30c11

EU644259.1 gg id:282711 and Samoylov Island Lena active layer -centred polygon near surface horizon; Rim_Ti
EF516339.1 gg id:218184 grassland soil clone FCPS580

AM709744.1 gg_id:256904 symbiotic Ruegeria strains cuttlefish Sepia officinalis renal appendages clone B450A
EU644199.1 gg_id:284171 and Samoylov Island Lena active layer -centred polygon near surface horizon; Rim_Ti
EF516912.1 gg_id:217746 grassland soil clone FCPU758

EU488018.1 gg_id:534789 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
GQ397072.1 gg_id:512939 Functional unvegetated perhumid recently-deglaciated soils do not correlate shifts ¢
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DQ450724.1 160285 4561.9 5066.8 1283.5 1161.3 2859.2 1189.5
EU134187.1 238971 3969.1 44431 401S9.7 3338.2 3752.8 33370
EF516303.1 217400 25.2 41.2 3613 1428 1227 10538
EF516607.1 217959 24.8 38.5 34.5 61.2 70.1 26.9
EF516935.1 226026 27.9 90.6 1245 85.1 71.5 80.4
AY425786.1 100895 8362.5 7981.2 5088.1 58854 4398.0 47213
Fl466064.1 551596 5708.6 4886.8 9786.1 3491.8 2239.1 3107.8
AY425785.1 100738 7597.3 6461.4 8617.3 7613.0 56582 5565.4
AM749770.1 246345 6256.0 5483.1 3827.2 2025.1 2224.1 13055
EU117169.1 257714 13028.4 116854 57313 87113 84429 9416.9
DQ395967.1 154958 5107.0 6860.7 3410.7 445958 6759.6 42814
Fl479460.1 557444 7522 9263 10109 2754 310.9 4538
EU133984.1 241342 3810.3 4908.0 3752.9 45345 22605 2691.7
DQ450723.1 160354 43.2 64.8 55.6 56.5 66.6 30.5
AY425792.1 105343 173.6  258.7 65.9 1745 64.0 37.2
EF018760.1 204816 2404.7 19237 28994 9133 2776 4836
DQ453119.1 156599 31482 2379.7 668.9 6183 299.2 196.7
Fl466045.1 513135 5047.3 6862.4 51456 4539.8 5175.1 57554
EU881207.1 316520 11584.5 12147.3 8761.0 5896.9 35519 49424
EU133983.1 240228 12010.2 13362.8 7357.7 77317 81729 84594
AM180156.1 1598394 1996.2 1455.8 2114.0 38045 7064 553.6
EF516615.1 223797 6415 715.2 21714 8912 1273  258.1
AY221067.1 102760  823.7 1199.3 14834 5244 3877 8186
EF018635.1 212027 6250.8 5130.7 4336.9 5727.0 24413 3464.8
EF018870.1 206963  599.7 11128 750.5 3924 3727 3183
EF018585.1 207796 2032.4 2307.3 18983 3346 2444 3%96.1
EF018513.1 206278 433.6 487.2 13925 250.6 1029.2 2084.1
EF018442.1 206890 38.6 451 2825 52.5 759.8 38.7
GQ263112.1 566107 4958.4 7420.6 9884.5 4371.1 3356.7 3845.1
DQ067037.1 134616 2224.6 15045 1402.1 6304 52.2 62.2
FJ478583.1 541082 12943.6 12841.8 103924 91733 8723.3 9400.0
EU488103.1 549321 4711 7655 823.1 6373 4531 6169
GU444080.1 522273 127.1 2799 1851.0 163.2 3184 3233
DQ814518.1 168875 1497.7 1299.8 5359 14429 12585 5784
EU644259.1 282711 43635 4728.0 11133 3008.3 6406.2 44228
EF516335.1 218184 1385.2 1126.1 1627.9 1638.7 2895 1036.2
AM709744.1 256904 1109.6 23045 589.7 23317 17027 3244
EU644199.1 284171 9861.1 8527.7 5418.4 6746.1 7817.4 7167.0
EF516912.1 217746  106.0 2154 368.3 183.7 89.6 85.7
EU488018.1 534789 1517.7 2212.7 12659.7 33855 919.6 2019.8
GQ397072.1 512939 23158 43514 3651.2 20015 27539 3534.0

ED_004625A_00010987-11136



k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria

p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi
p__Chloroflexi

c_
cC
C__
cC__
cC__
c_
c_
cC
C__
cC__
cC__
c_
c_
c
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
C
c_
c
c__
c__
c_

___Thermobacula
__Thermobacula
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
—__Thermomicrobia
~ TK-SH13
 TK17

ED_004625A_00010987-11137



o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__unclassified
o__Thermobaculales
o__Thermobaculales
o__Thermobaculales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales
o__ Sphaerobacterales

o__Sphaerobacterales/Thermomicrobiales
o__Sphaerobacterales/Thermomicrobiales

o__unclassified

o__mlel-48
o__mlel-48
o_ TK18
o_ TK18
o_TK18
o_TK18

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f __unclassified

f _Thermobaculaceae
f _Thermobaculaceae
f _Thermobaculaceae
f _Sphaerobacterineae
f _Sphaerobacterineae
f __Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f __Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f _Sphaerobacterineae
f __Sphaerobacterineae
f _Sphaerobacterineae

f Sphaerobacterineae/Thermomicrobiaceae
f Sphaerobacterineae/Thermomicrobiaceae

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

f unclassified

ED_004625A_00010987-11138



g sfA
g sfA
g sfB
g sfB
g sfB
g sfB
g sfB
g sfB
g sfC
g sfC
g sfC
g sfD
g sfD

g Thermobaculum
g Thermobaculum
g Thermobaculum

g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15
g HN1-15

g __unclassified
g unclassified
g unclassified
g __unclassified
g unclassified
g__Thermomicrobium/Sphaerobacter
g Thermomicrobium/Sphaerobacter

g sfA
g sfA
g sfB
g sfA
g sfA
g sfB
g sfB

ED_004625A_00010987-11139



S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_

unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

Thermobaculum terrenum

unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

56310
56378
55063
55114
55193
55302
55369
56240
55033
55149
55838
55656
56162
51841
53207
53281
51837
52013
52047
52136
52201
52299
52421
52540
52632
52785
52805
52370
52390
52427
52435
52478
52661
52830
53941
56254
55784
55702
56361
55387
55608

ED_004625A_00010987-11140



AY922066.1 gg_id:112929 farm saoil clone AKYG802

AY921908.1 gg_id:113232 farm saoil clone AKYG799

AM936012.1 gg_id:543404 Dynamics during identified and SSU libraries pilot-scale bioremediation process hyd
GQ060729.1 gg_id:386935 Topographical and Temporal Human Skin Microbiome skin glabella clone nbw04g05:
GQ263079.1 gg_id:544441 Structure Simulated Level Waste Site simulated level waste site clone F2_28X
GQ263407.1 gg_id:586660 Structure Simulated Level Waste Site simulated level waste site clone FW1_b92
GQ263023.1 gg_id:551069 Structure Simulated Level Waste Site simulated level waste site clone F2_147X
GQO015431.1 gg_id:494235 Topographical and Temporal Human Skin Microbiome skin back clone nbw816e07¢1
AY466492.2 gg id:105919 Chloroflexi clone SL56

EU803451.1 gg_id:329466 It's all ranking aquatic Lake Gatun clone 5C231021

EU803715.1 gg_id:309421 It's all ranking aquatic Lake Gatun clone 5C231324

EF018686.1 gg_id:212287 aspen rhizosphere clone Amb_16S 977

EF516242.1 gg_id:225131 grassland soil clone FCP5494

CP001825.1 gg_id:531464 Thermobaculum terrenum str. ATCC BAA-798

EU488088.1 gg_id:551024 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
EU245384.1 gg_id:256810 Miniprimer new lens viewing world hypersaline microbial mat clone MAT-CR-M1-A0:
DQ129389.1 gg_id:137866 microarray level air two cities Texas urban aerosol clone AKIW710

F1894331.1 gg _id:566611 Matriptase-deficient mice exhibit ichthyotic selective shift skin microbiota B2E; ear pt
EU786123.1 gg_id:549954 cotton rhizosphere soil clone 3H-24

AY221598.1 gg_id:90766 lead-contaminated soil clone HN1-15

F1672690.1 gg_id:526791 Synecology primary and secondary habitats Escherichia coli 0157:H7 feedlot surface |
FJ675508.1 gg_id:514898 Synecology primary and secondary habitats Escherichia coli 0157:H7 feedlot surface |
EF018629.1 gg_id:213308 aspen rhizosphere clone Amb_165 909

GQ114903.1 gg_id:445772 Topographical and Temporal Human Skin Microbiome skin interdigital web space clc
EF157268.1 gg_id:247875 Microbial natural asphalts rancho la brea heavy oil seeps Rancho La Brea tar pits clon
CU920279.1 gg _id:542927 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
EU134180.1 gg_id:247448 tallgrass prarie soil clone FFCH3294

EU979025.1 gg_id:349986 Effects intercropping Rhizobium inoculation on microbial biomass and rhizosphere b
AY921935.1 gg id:113628 farm soil clone AKYG1722

F1671223.1 gg_id:516459 Synecology primary and secondary habitats Escherichia coli 0157:H7 feedlot surface |
GQ263645.1 gg_id:578531 Structure Simulated Level Waste Site simulated level waste site clone FW3_32C
GQ263073.1 gg_id:538027 Structure Simulated Level Waste Site simulated level waste site clone F2_22X
AJ420142.1 gg_id:20892 Sphaerobacter thermophilus

CP001824.1 gg_id:528078 Sphaerobacter thermophilus str. DSM 20745

FJ901603.1 gg_id:534687 phreatic limestone sinkholes northeastern Mexico biomat 30m deep cenote La Palita
GQ263261.1 gg_id:583206 Structure Simulated Level Waste Site simulated level waste site clone F3_91X
FJ481356.1 gg_id:592776 Microbes marine sponges sponge tissue clone XD2C08

FJ481270.1 gg_id:582300 Microbes marine sponges sponge tissue clone XB1A10F

EF076076.1 gg_id:255100 Sponge- microorganisms: ecology and biotechnological potential Bahamas: Little San
GU118592.1 gg_id:554992 Threatened Corals Provide Microbial Habitats clone Mfav_D06

EU035922.2 gg id:353248 Insight microbial structure Norwegian deep-water Desmacidon sponge deep-sea cor
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AY922066.1 112929 67.9 155.0 105.8 71.0 55.8 29.8
AY921908.1 113232 7658.6 92223 26714 1808.8 1226.8 1252.4
AMS36012.1 543404 15334.9 15993.3 13561.9 11031.6 16610.6 14457.6
GQo60725.1 386935 12866.7 12108.0 11765.8 10997.1 10726.5 9334.1
GQ263079.1 544441 29327 4010.4 2842.0 1576.2 12554 989.8
G(Q263407.1 586660 1685.6 1559.5 1584.0 20544 869.3 13543
GQ263023.1 551069 5251.3 5006.6 2829.7 6198.6 1136.0 28659.8
GQ015431.1 494235 11317.9 12191.1 8799.8 77435 9037.7 8162.3
AY466492.2 105818 1193.9 880.0 3029 5386 10764 8539
EU803451.1 329466 6052.3 6199.0 2310.1 44918 3173.7 2625.3
EU803715.1 309421 4375.8 4963.7 2715.7 3264.9 147709 79244
EF018686.1 212287 663.6 6685 2277.8 11095 1993 355.1
EF516242.1 225131 4561.5 6168.0 6461.1 1033.6 109.6 1604.2
CP001825.1 531464 1056 2304 200.3 106.1 87.4 1254
EU488088.1 551024 5772.8 60423 9S5020.6 47743 3002.4 4660.5
EU245384.1 256810 3758.9 42499 5353.0 3723.2 1055.1 28453
DQ129389.1 137866 2664.8 2365.5 4566.5 3267.3 21389 35334
FJ894331.1 566611 5184.6 6521.3 5237.0 39944 3325.2 31850
EU786123.1 549954 81839 76314 62839 7571.7 13346.3 12036.0
AY221598.1 90766 8688.2 5402.1 7576.0 8543.9 9828.7 10764.1
F1672650.1 526791 17446.7 18239.7 12458.9 12148.2 12117.4 11825.4
FJ675508.1 514898 13685.4 15825.3 8893.2 7139.2 6359.2 63120
EF018625.1 213308 1348.1 9554 3821 2147 1301 1384
GQ114503.1 445772 2064.0 3503.5 4575.2 2364.4 64944 5505.4
EF157268.1 247875 1918.3 2929.8 1387.4 1590.8 2792.6 2806.8
CUs20279.1 542927 33.2 64.8 69.9 65.6 84.6 46.6
EU134180.1 247448 4751.4 55754 4096.7 2798.6 4705.0 2047.8
EU979025.1 349986 6665.6 7523.1 51959 5820.6 3508.0 394559
AY921935.1 113628 127.8 1919 2586 1276 6024 3513
F1671223.1 516459 8236.8 6829.5 6212.6 5996.4 1278.7 2329.0
GQ263645.1 578531 9538.2 100354 7360.6 5787.2 43629 48520
GQ263073.1 538027 5385.0 6088.7 72351 2308.2 3091.2 44120
AJ420142.1 20892 33.2 32.5 27.7 65.6 72.7 33.5
CP001824.1 528078 9254 1270.2 4052 7765 2719 3025
FJ901603.1 534687 76.3 58.3 169.8 50.3 55.1 29.1
GQ263261.1 583206 3903.8 4710.6 2621.7 32823 2677.0 2280.3
FJ481356.1 592776 5982.8 68185 52685 5625.8 83335 6968.0
F1481270.1 582300 2605.9 2756.2 6727.8 31469 592.8 929.6
EFG76076.1 255100 3528.5 49324 7403.2 24435 41181 3365.0
GU118592.1 554992 5009.6 6713.7 11328.3 4259.0 4955.7 49717
EU035922.2 353248 8559.0 9272.7 10642.3 66654 48754 6958.6
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EF018295.1 gg_id:215100 aspen rhizosphere clone Amb_165 656

FJ595536.1 gg_id:565783 rock Black Canyon New Mexico: and Geochemistry rocks no varnish clone NV50 2f6
EF590043.2 gg_id:229483 changes structure sediments Songhua River contaminated nitrobenzene -DGGE cloni
GQ214089.1 gg_id:537694 China loess clone P418

EF516466.1 gg_id:217784 grassland soil clone FCPS455

DQ666683.2 gg id:211216 Desulfurispirillum alkaliphilum str. SR 1

NR_029283.1 gg_id:554620 Chrysiogenes arsenatis str. BAL-1; DSM 11915

AY093470.1 gg_id:63113 deep marine sediment clone MB-B2-105

GU183588.1 gg_id:584612 Structures Reduced and Oxidized Aquifer lower Aqueous Arsenic Titas Bangladesh a
GQ389121.1 gg_id:542202 quality deterioration drinking system during serious red water outbreak clone 574
CU927882.1 gg_id:549004 Towards definition core microorganisms involved digestion mesophilic anaerobic dig
FJ375448.1 gg_id:591966 T-RFLP powerful tool rapid assessment cells microbial fuel cell sheet carbon cloth ano
DQ376563.1 gg_id:151126 Microbial ecology removing phosphate wastewater EBPR process aerobic sequencin
AY328748.1 gg_id:88230 drinking water system simulator clone DSSD50

EF516003.1 gg_id:227019 grassland soil clone FCPN395

AY945890.1 gg_id:147415 Thauera and Azoarcus functionally important genera denitrifying quinoline-removal i
AF445677.1 gg_id:74727 cyanobacterium clone SM1D11

AY222299.1 gg_id:83349 silica sinter depositing geothermal power station discharge drain clone STO1-SN2C
AM991180.1 gg_id:278744 Microbial groundwater and their potential use biomonitoring karst spring water cloi
EF540417.1 gg_id:225363 oil-shale semi-coke solid waste clone MK42

EF018525.1 gg_id:208107 aspen rhizosphere clone Amb_16S 785

EU881250.1 gg_id:328994 (long-term grazing and burned annual) Karst region serious disturbance field soil clor
EU134279.1 gg_id:236597 tallgrass prarie soil clone FFCH18662

EU134280.1 gg_id:237637 tallgrass prarie soil clone FFCH2285

EU937941.1 gg_id:343561 Biogeochemistry Iron Oxidation Circumneutral Freshwater Habitat riparian iron oxidi
EU134269.1 gg_id:249228 tallgrass prarie soil clone FFCH6070

AB240326.1 gg_id:143658 microbial structure Phragmites rhizosphere biofilm reed bed reactor laboratory clone
AF289160.1 gg_id:30917 freshwater clone PRD01a012B

GU303847.1 gg_id:564895 inhabiting epithelial tissue ruminal digesta -DGGE and sequencing rumen contents ¢
EU871391.1 gg_id:342685 Genetic Bovine (Bos taurus) Rumen Thailand clone CF244

EF445288.1 gg_id:206256 dairy cow rumen clone NED4H4

GQ448661.1 gg_id:589410 Microbiome neonatal calves: shedding microorganisms fecal clone calf784 10wks ¢
EU474510.1 gg_id:301639 bighorn sheep feces clone BHSD aaa02b04

FJ682976.1 gg_id:515041 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee
GU304200.1 gg_id:588446 inhabiting epithelial tissue ruminal digesta -DGGE and sequencing rumen epithelium
GU304110.1 gg_id:555951 inhabiting epithelial tissue ruminal digesta -DGGE and sequencing rumen epithelium
FJ680800.1 gg_id:523621 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee
AY992501.1 gg _id:135530 mouse cecum clone €23 g15

EU622719.1 gg_id:277694 -feed administered sub-therapeutic chlorotetracycline alters structure and but not a
EU459550.1 gg_id:301924 capybara feces clone CAP_aah99f10

FJ682880.1 gg_id:525341 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee
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EF018295.1 215100 4158.2 6062.8 13479 4068.9 14658 1438.0
FJ595536.1 565783 12933.1 12812.2 57247 7950.0 34591.7 6561.8
EF590043.2 229483 9678.0 11427.6 8817.8 7503.3 8100.4 7926.1
GQ214085.1 537694 15859 2116.7 5102.8 15295 15105 17745
EF516466.1 217784 260.2 5446 502.0 350.2 1683 263.6
DQ666683.2 211216 2468.5 4145.2 5402.4 2544.0 2835.9 35356
NR_029283.1 554620 1505.6 1172.7 15295 4999 3426 356.3
AY093470.1 63113 4126.9 4021.7 2804.,9 1090.3 3372.6 3713.6
GU183588.1 584612 7245.0 91811 66323 5779.0 61404 7515.8
GQ389121.1 542202 5668.9 7941.2 3041.1 2277.1 5108.6 4552.2
Cus27882.1 549004 8764.5 10772.7 8217.5 5199.0 5986.4 7715.8
FJ375448.1 581966 105.8 149.8 567.4 213.0 926.7 3604.8
DQ376563.1 151126 17414 28654 4993.6 142950 608.2 1567.7
AY328748.1 88230 1445.7 2879.1 134795 11136 363.1 12934
EF516003.1 227019 59.5 55.6 106.0 83.0 1250 22638
AY945890.1 147415 34.8 547 1135 78.9 94.0 1943
AF445677.1 74727 450.6 847.3 4694 2255 14477 14857
AY222299.1 83349 13381.6 14714.9 9060.9 13046.0 14330.8 11293.9
AM991180.1 278744 2702.7 2804.0 3383.2 22034 1628.0 21355
EF540417.1 225363 2190.2 2721.6 4288.5 29235 22379 30223
EF018525.1 208107 1772.6 13914 25110 13150 17559 188538
EU881250.1 328994 4783.3 3459.2 7637.8 34314 21246 24217
EU134279.1 236597 2634.9 2563.0 5739.2 22399 39294 2864.4
EU134280.1 237637 8513.9 95743 7150.2 9829.6 9574.8 7576.6
EU937941.1 343561 2966.3 5079.6 4494.0 37289 7843.9 63535
EU134269.1 249228 13026.1 14266.5 12872.7 9237.4 10340.5 9895.0
AB240326.1 143658 13310.2 213S95.1 10803.1 9773.4 22374.2 18833.9
AF289160.1 30917 11230.7 15050.2 6506.3 7819.8 13874.1 12892.4
GU303847.1 564895 3159.8 3053.1 4041.8 3973.3 1521.9 33355
EU871391.1 342685 3392.5 26155 4383.1 33313 9085 12311
EF445288.1 206256 1366.5 1855.7 1550.0 1338.1 195.7 386.7
GQ448661.1 589410 12937.5 13096.9 7228.2 10202.5 8135.2 7836.9
EU474510.1 301639 14327.3 15101.3 13462.3 11264.1 95928.2 10751.8
F1682976.1 515041 7295.8 8446.9 56259.0 6012.0 1954.9 3476.8
GU304200.1 588446 49935 5104.4 6916.8 5820.1 5581.6 4484.1
GU304110.1 555851 2135 1758 3324 180.8 136.1 2773
FJ680800.1 523621 13606.6 13806.0 6701.7 9249.6 8039.1 8286.3
AY992501.1 135530 686.5 1116.0 1379.0 10565 226.2 2975
EU62271S8.1 2776594 3020.4 3527.5 45881.0 35441 53964 43854
EU459550.1 301924 7427.6 8922.0 8058.6 4713.8 1905.1 51034
F1682880.1 525341 7059.6 7658.1 31689 50174 3367.4 4769.2
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DQ394643.1 gg_id:151120 -Arctic peninsula Svalbard Norway determined genes and rumen isolates reindeer ol
GU208308.1 gg_id:578358 Study on Sediment Dongping Lake sediment clone Ftt1-21

EU459480.1 gg_id:301614 capybara feces clone CAP_aah98b01

FJ683022.1 gg_id:525809 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee
AB270013.1 gg_id:170218 Influence temperature and humidity on heifers rumen contents Holstein heifer (Bos
F1684721.1 gg_id:515243 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee’
EU871372.1 gg_id:310781 Genetic Bovine (Bos taurus) Rumen Thailand clone CF191

FJ683369.1 gg_id:526124 Synecology primary and secondary habitats Escherichia coli 0157:H7 fecal MARC bee
EU777280.1 gg_id:309344 Okapi feces clone OK2_d08 1

GU119744.1 gg_id:569143 Threatened Corals Provide Microbial Habitats chloroplast clone Gven_113
DQ851108.1 gg_id:168769 Bigelowiella natans

FJ382004.1 gg_id:546960 Potentially pathogenic and air stem cell transplant winter hospital shower water BM1
GU084820.1 gg_id:583906 Volvox carteri f. nagariensis str. UTEX 2908

FJ423446.1 gg_id:369386 Chlamydomonas reinhardtii str. CC-503 cw92 mt+

BK000554.2 gg_id:79762 Chlamydomonas reinhardtii

EU258745.1 gg_id:256833 summer sea Dalian and Liaodong determined bay clone D0924

EU394542.1 gg_id:547628 Coccolithophore bloom dynamics shape (NE-Atl) northern Bay Biscay pelagic free-livi
GU119877.1 gg_id:591283 Threatened Corals Provide Microbial Habitats reef water clone Reef 110
GU061486.1 gg_id:539327 and function microbial mesoscale eddy perturbations South China Sea clone CE1-DC
D11347.1 gg_id:70155 Chlorella vulgaris str. 211-1e

EF516670.1 gg_id:225891 grassland soil clone FCP5$712

FJ968739.1 gg_id:545380 Cocystis solitaria

GQ495399.1 gg_id:587227 terrestrial volcanic rocks Iceland Hnausahraun lava f clone Bas-7-41

DQO59300.1 gg_id:130918 Prochlorales cyanobacterium str. EV-7

FJ203496.1 gg_id:331291 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata F
GU119832.1 gg_id:591712 Threatened Corals Provide Microbial Habitats chloroplast clone Past_124
FJ203477.1 gg_id:339585 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
FJ203311.1 gg_id:310472 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata ¢
FJ203366.1 gg_id:309870 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
FJ203504.1 gg_id:333836 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
FJ203472.1 gg_id:329853 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata F
FJ203458.1 gg_id:303580 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
U08345.1 gg id:26799 Codium fragile

FJ535833.1 gg_id:566475 Avrainvillea lacerata

FJ535846.1 gg_id:538813 Rhipocephalus phoenix

GU119661.1 gg_id:534254 Threatened Corals Provide Microbial Habitats chloroplast clone Dstr_(C23
FJ203191.1 gg_id:354177 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata ¢
GU119692.1 gg_id:560647 Threatened Corals Provide Microbial Habitats chloroplast clone Dstr_D14
FJ535834.1 gg id:544846 Avrainvillea nigricans

GU119669.1 gg_id:586094 Threatened Corals Provide Microbial Habitats chloroplast clone Dstr_G10
FJ203461.1 gg_id:330936 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
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DQ394643.1 151120 188.9 2235 6059 2851 2281 137.2
GU208308.1 578358 2925.1 22755 43427 41320 3323 9026
EU459480.1 301614 3083.5 51044 3185.1 2204.7 2482.1 43441
F1683022.1 525809 2309.1 2475.7 1275.0 23555 11449 2036.8
AB270013.1 170218 726.1 594.2 10135 307.1 134.8 40559
Fl684721.1 515243 2505.2 4638.7 3614.7 1633.8 16334 92659
EU871372.1 310781 3522.5 36104 2383.3 1417.0 4465 8225
FJ683369.1 526124 808.1 1648.6 3973.8 2011.7 3733.8 2046.2
EU777280.1 309344  485.6 540.7 1534.8 346.6 1632.4 13635
GU119744.1 569143 9259.2 5605.9 2107.0 1898.9 829.2 525.8
DO851108.1 168765 4092.4 50059 4247 7541 879.6 11205
FJ382004.1 546960 57.4  567.7 55.7 1084 78.2 42.8
GU084820.1 583906 7834 25813 1258.0 13344 17303 12693
Fl423446.1 369386 2533.6 37428 5696.6 3197.1 2182.2 2607.6
BK000554.2 79762 3780.1 39124 1043.6 21345 17524 24184
EU258745.1 256833 6734.1 105419 2150.8 3321.7 2326.9 15555
EU394542.1 547628 48.0 81.7 1045 82.7 87.1 55.0
GU119877.1 551283 743 2235 45.2 65.2 75.5 25.5
GU061486.1 539327 8996.6 11767.8 5609.8 5463.4 3331.3 6250.8
D11347.1 70155 14085.2 18440.4 58849 65531.7 93344 53538
EF516670.1 225891 2057.4 4926.3 619.0 1017.6 6514 3715
FJ968739.1 545380 10819.6 14121.0 7144.0 5592.7 3826.1 47344
GQ495399.1 587227 549 157.2 41.3 78.2 84.9 48.8
DQO59300.1 130918 1328.9 2369.2 892.8 14244 29456 2850.5
FJ203496.1 331291 14973.1 18273.8 9648.9 12450.8 13344.8 10899.4
GU119832.1 591712 9214.7 11123.2 5785.1 71274 32558 31794
FJ203477.1 339585 20870.9 22552.8 10820.4 10977.7 4067.3 4588.8
FJ203311.1 310472 16300.9 18140.2 8640.4 11766.5 74104 8173.1
FJ203366.1 309870 10700.2 9297.2 42729 82844 S005.6 8136.3
FJ203504.1 333836 12634.4 16243.7 9713.1 89223 9010.8 8671.5
FJ203472.1 329853 13647.7 15262.9 7898.7 10951.8 2633.5 2806.3
FJ203458.1 303580 9685.8 15222.6 6989.2 7582.2 12819.3 12647.5
u08345.1 26799 11130.1 10932.2 4366.3 7663.0 4548.2 5693.1
FJ535833.1 566475 15946.5 17620.1 9971.6 10444.1 13670.7 14351.1
FJ535846.1 538813 9915.3 11656.5 52234 80984 68239 77779
GU11%9661.1 534254 4425.0 7804.5 43317 2410.2 8334 4152
FJ203191.1 354177 16085.0 18884.1 7094.5 11806.8 13128.1 8301.8
GU119692.1 560647 10610.0 10856.2 3353.2 6096.9 6943.6 8875.0
FJ535834.1 544846 16011.1 16653.6 95250.1 8333.7 9201.3 8613.3
GU119669.1 586094 13752.0 15046.7 7726.9 11252.7 5613.6 6525.7
FJ203461.1 330936 15188.7 16991.8 7741.3 10536.4 70215 6028.1
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GU119825.1 gg_id:537244 Threatened Corals Provide Microbial Habitats chloroplast clone Past_K06
FJ203228.1 gg_id:339919 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata ¢
FJ535840.1 gg_id:539917 Ostreobium sp. str. John West strain 2924

FJ203380.1 gg_id:352490 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata
FJ203174.1 gg_id:336968 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata ¢
AY221722.1 gg id:111470 Bryopsis hypnoides str. SAG 7.86

FJ203465.1 gg_id:330199 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata F
FJ203376.1 gg_id:330464 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
GU119820.1 gg_id:585617 Threatened Corals Provide Microbial Habitats chloroplast clone Mfra_J19
FJ203180.1 gg_id:322183 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata ¢
DQ269056.1 gg_id:175064 marine macro-alga surface clone UAO1

FJ203603.1 gg_id:311154 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
FJ203336.1 gg_id:335824 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata ¢
FJ203600.1 gg_id:305139 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
FN563093.1 gg_id:509525 Crustomastix stigmatica str. CCMP 2493

EF520512.1 gg_id:233592 structure lakes: what controls ? acid-impacted lake clone ADK-WYh02-15
AY948038.1 gg_id:142412 Synchrony and seasonality two temperate rivers USA: Massachusetts Parker River cle
AF534437.1 gg_id:85239 Toolik Lake main station at 3 m depth clone TLM13/TLMdgge20

U70724.1 gg_id:25107 environmental sample Cape Hatteras picoplankton clone OM283

AY947987.1 gg_id:144486 Synchrony and seasonality two temperate rivers USA: Massachusetts Parker River cli
AY947975.1 gg_id:142536 Synchrony and seasonality two temperate rivers USA: Massachusetts Ipswich River ¢
AF530388.2 gg_id:155728 Dinophysis norvegica str. norvCC04

AY948025.1 gg_id:141924 Synchrony and seasonality two temperate rivers USA: Massachusetts Parker River cle
X55015.1 gg_id:3470 Pyrenomonas salina Pla.

NC_000926.1 gg_id:51823 Guillardia theta

AB294341.1 gg_id:209603 Microbial structure deep coal seem groundwater stream clone SWB30

AY948019.1 gg_id:142940 Synchrony and seasonality two temperate rivers USA: Massachusetts Parker River cli
GQ358203.1 gg_id:588592 Cryptomonas paramecium str. CCAP977/2a

FJ719664.1 gg_id:525501 Euglena tristella str. Yeonhwaji091407B

AY626053.1 gg_id:131617 Monomorphina pyrum str. ACOl 2778

AF289248.1 gg id:101247 Euglena viridis str. SAG 1224-17d

AY626043.1 gg_id:129536 Euglena deses str. SAG 1224-19b

EU750700.1 gg_id:443968 Monomorphina pseudopyrum str. CCAC 0093

EU750698.1 gg_id:378739 Euglena caudata str. ASW 08048

FJ719655.1 gg_id:530167 Euglena communis str. SAG1224-40

EU750701.1 gg_id:373273 Phacus applanatus str. ASW 08023

AY626050.1 gg_id:138007 Euglena proxima str. SAG 1224-11b

EU370511.1 gg_id:556321 Euglena granulata str. UTEX 2345

AY626056.1 gg_id:133071 Euglena limnophila str. ACOl 2674

AY626054.1 gg_id:134364 Monomorphina striata str. CCAP 1261/9

FJ719689.1 gg_id:527725 Phacus pleuronectes str. NJ P1
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GU119825.1 537244 13658.5 15347.6 7755.8 8988.6 4760.7 4529.1
FJ203228.1 339919 14402.3 17988.9 9394.8 10260.4 11672.4 11137.0
FJ535840.1 539917 15511.0 18806.5 7907.5 092855 94452 7552.3
FJ203380.1 352490 11639.5 16235.1 8986.0 5014.2 3346.1 42956
FJ203174.1 336968 12737.2 13802.2 58282 10169.6 8940.7 6936.1
AY221722.1 111470 6542.5 10474.0 4519.6 4218.3 2508.6 1896.0
FJ203465.1 330199 11523.5 149125 5035.3 9404.7 10142.4 95126
FJ203376.1 330464 5469.7 7561.7 7490.4 5662.8 7066.1 6151.6
GU1158820.1 585617 10858.1 152154 6083.4 78724 11727.9 6S125.1
FJ203180.1 322183 5743.4 67448 21340 1206.1 11565 863.0
DQ269056.1 175064 10409.4 13712.4 10082.5 7535.5 32604 3093.6
FJ203603.1 311154 6406.3 9684.7 8027.5 38455 984.7 12514
FJ203336.1 335824 7401.0 9256.8 84143 74819 6767.5 4879.0
FJ203600.1 305139 20226.6 22554.5 12388.2 13435.1 13945.6 13180.5
FN563093.1 509525 11045.9 13524.1 6689.9 8048.6 95540.8 82659.7
EF520512.1 233592 9700.3 10667.1 30855 8711.0 3161.1 33256
AY948038.1 142412 S5009.9 11076.4 12819.0 9568.5 1642.6 3188.3
AF534437.1 85239 2857.9 2440.1 2204.2 22791 105.2 186.1
u70724.1 25107 6907.8 95529 3861.2 62824 5776.0 6546.1
AY947987.1 144486 3219.8 49445 3203.8 53317 1502.5 2140.2
AY947975.1 142536 10657.4 11901.6 8658.4 11372.7 89153 6488.4
AF530388.2 155728 4487.3 55236 17459 45440 250.8 33059
AY948025.1 141924 150.9 2785 2249 4238 40.5 18.7
X55015.1 3470 9637.8 9496.7 33759 3798.7 3418.1 3780.7
NC_000926.1 51823 3593 1146.0 9244 979.1 52.9 27.6
AB294341.1 209603 3646.9 3488.7 56753 47321 1942.7 1014.6
AY948019.1 142540 6752.0 8265.8 3730.7 71629 1641.2 2362.1
GQ358203.1 588592 9838.0 9864.8 95744 11287.1 8532.5 8678.8
F1719664.1 525501 6579.0 11500.8 4486.3 4933.7 2210.3 3886.8
AY626053.1 131617 4061.4 73342 38427 23746 1042.0 20S83.6
AF289248.1 101247 1083 367.0 899.0 305.1 1178 101.1
AY626043.1 129536 3079.0 2355.7 1902.8 1588.0 34349 1656.5
EU750700.1 443568 121599.0 15845.6 14531.3 12684.9 10642.6 13004.4
EU750698.1 378739 13071.8 15332.8 10236.4 78355 5791.2 2896.7
FJ719655.1 530167 1096.4 3254.6 1817.3 701.1 1880.8 1890.9
EU750701.1 373273 9979.5 13106.0 7298.7 97534 81854 7635.1
AY626050.1 138007 3829.4 3628.0 3799.0 2469.4 3078.1 3769.3
EU370511.1 556321 38.2 807.2 880.7 310.7 1143.1 736.2
AY626056.1 133071 88.6 1885 843 1546 83.8 44.8
AY626054.1 134364 2346.9 31274 715.0 1703.0 3552.1 22716
FJ715685.1 527725 10075.2 12121.2 9947.8 11801.2 8736.6 7951.5

ED_004625A_00010987-11160



k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria
k__Bacteria k__Bacteria

p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria
p__ Cyanobacteria
p__Cyanobacteria
p__Cyanobacteria

ED_004625A_00010987-11161



o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa
o__ Euglenozoa
o__ FEuglenozoa
o Euglenozoa
o__Euglenozoa
o__ Fuglenozoa
o__ Fuglenozoa

o__Glaucocystophyceae
o__Glaucocystophyceae

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

f

unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

ED_004625A_00010987-11162



ED_004625A_00010987-11163



S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_
s_.
S._
S_
S_.
S._
s_

unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

75149
74727
75775
74746
75625
75505
74772
75422
74949
75227
74696
74887
74926
75596
75082
75232
75704
75514
75405
75461
74815
75001
75661
74993
75303
75841
74824
75793
75558
74888
75677
75217
75424
75264
75749
75574
74921
75065
75760
75103
75719

ED_004625A_00010987-11164



EU750710.1 gg_id:412359 Euglena sociabilis str. ACOI 920
EU221517.1 gg_id:306494 Trachelomonas rugulosa str. NJ TS2
F1719662.1 gg id:522542 Euglena splendens str. Cp110601
AY158150.1 gg_id:102748 Euglena agilis str. UW Nowy _Targ k-1
AY158151.1 gg_id:102889 Euglena agilis str. UW Wawocko k-1
AF289254.1 gg_id:26708 Trachelomonas volvocina str. AICB 524
F1719684.1 gg id:521728 Phacus inflexus str. ACOI1336

FJ719695.1 gg_id:517906 Phacus trimarginatus str. Gungnamji052507B
AY626057.1 gg_id:134448 Phacus orbicularis str. AICB 502
X12890.1 gg_id:3458 Euglena gracilis str. Pringsheim Z

NC 002652.1 gg_id:128551 Euglena longa str. CCAP 1204/17a

NC 002652.1 gg_id:52998 Euglena longa str. CCAP 1204/17a
EU221501.1 gg_id:328856 Phacus acuminatus str. SAG1261-7
FJ719682.1 gg_id:527237 Phacus brachykentron str. Jilnal033107G
FJ719659.1 gg_id:526650 Euglena sp. str. Bibong100404-2
FJ719661.1 gg_id:520311 Euglena sp. str. MI67

EU221504.1 gg_id:340965 Phacus segretii str. ACOI 1337
EU221502.1 gg_id:354548 Phacus hamelii str. ACOI 1088
FJ719651.1 gg_id:532403 Discoplastis sp. str. Gungnamji052507K
FJ719707.1 gg_id:519272 Trachelomonas pertyi str. SAG1283-13
EU221514.1 gg_id:312286 Trachelomonas lefevrei str. SAG1283-10
EU221507.1 gg_id:337382 Trachelomonas abrupta str. NJ T801
FJ719647.1 gg_id:524613 Colacium sp. str. NJ

EU750706.1 gg_id:407237 Euglena adhaerens str. ASW 08138
EU370503.1 gg_id:545259 Euglena geniculata str. MI62

FJ719674.1 gg_id:524130 Lepocinclis fusca str. MI100

AY626046.1 gg _id:137790 Euglena viridis str. ACOI 2951
EU221510.1 gg_id:340082 Trachelomonas echinata str. SAG1283-22
EU221513.1 gg_id:355652 Trachelomonas hispida str. UTEX 539
EU221520.1 gg_id:324257 Trachelomonas volvocinopsis str. SAG1283-16
EU221497.1 gg_id:344325 Lepocinclis tripteris str. SAG1224-16
EU221509.1 gg_id:314485 Trachelomonas bernardinensis str. ACOI 1103
EU221521.1 gg_id:321537 Trachelomonas zorensis str. UTEX 1331
AY626060.1 gg_id:128298 Euglena spathirhyncha str. SAG 1224-42
EU221505.1 gg_id:338024 Phacus triqueter str. SAG1261-8
AY626044.1 gg_id:131844 Euglena mutabilis str. SAG 1224-9b
AY221726.1 gg_id:111684 Lepocinclis ovum str. SAG 1244-8
EU750704.1 gg_id:429842 Discoplastis adunca str. ASW 08095
EU221511.1 gg_id:332418 Trachelomonas ellipsoidalis str. NJ T1

NC _001675.1 gg_id:128892 Cyanophora paradoxa str. Pringsheim LB555
AMO084275.1 gg_id:142111 Cyanoptyche gloeocystis str. SAG 34.90
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EU750710.1 412359 13191.8 144519 10927.8 8800.8 7574.0 63187
EU221517.1 306494 13060.6 14153.4 7745.6 10967.6 11531.8 89835
FJ719662.1 522542 12046.8 13035.1 8186.9 8837.4 52354 5401.7
AY158150.1 102748 76.1 223.2 5936 1928 1018 87.4
AY158151.1 102885 38155 6740.6 21874 1033.1 2294 94238
AF289254.1 26708 52345 7067.4 2737.4 25079 3273.6 39549
FJ719684.1 521728 43741 47024 1972.0 3339.7 2820.2 30279
FJ719695.1 517906 5240.5 9907.7 8242.2 5993.1 4102.1 6872.1
AY626057.1 134448 5874.4 72426 2100.6 2153.6 4850.5 2260.5
X12890.1 3458 1170.6 2678.1 186.5 11457 2499.4 13785
NC_002652.1 128551 3301.7 49134 1768.2 18015 11014 1198.3
NC_002652.1 52998 11033.2 13481.1 12018.2 5880.8 11703.1 11344.5
EU221501.1 328856 9438.0 112734 51004 5716.8 1519.6 2768.7
FJ719682.1 527237 12533.7 13146.8 5125.8 10793.0 5219.9 6879.3
FJ719659.1 526650 14207.5 15016.4 5047.9 10626.5 8769.9 8909.7
FJ719661.1 520311 21108.0 21204.6 6908.9 14750.6 13784.3 15111.0
EU221504.1 340965 6685.2 8735.6 8136.0 8515.7 6659.7 6792.8
EU221502.1 354548 6722.9 13060.8 8489.7 72845 6327.6 8062.2
FJ719651.1 532403 8230.3 9780.9 4289.1 5033.7 7339 6500
FJ719707.1 519272 5425.7 10071.8 5624.5 41075 7160.8 6011.2
EU221514.1 312286 15122.8 18206.0 10940.1 12888.7 12606.2 9465.2
EU221507.1 337382 7958.4 7577.3 35228 7089.5 30656 2074.8
F1719647.1 524613 13408.0 13651.6 11772.2 12529.7 6401.9 6697.6
EU750706.1 407237 8833.3 10620.4 8950.3 7551.1 7364.2 85414
EU370503.1 545259  262.2 1696.2 1610.0 539.6 510.8 4365
FJ719674.1 524130 3644.9 43245 34435 5179.0 3625.8 2496.7
AY626046.1 137790 7898.5 11844.4 4077.8 4826.8 9571.1 7858.8
EU221510.1 340082 8505.2 9539.6 8721.3 11113.2 10355.0 88426
EU221513.1 355652 12051.1 17276.9 8962.0 8936.2 10124.4 98445
EU221520.1 324257 6773.0 10500.1 6448.4 6019.1 7246.5 6393.1
EU221497.1 344325 321.6 16121 15597 3210 84.1 53.5
EU221509.1 314485 21919.9 23525.2 13028.4 18429.1 21233.5 155902.8
EU221521.1 321537 3608.7 7018.3 4126.3 6327.8 5750.6 6862.3
AY626060.1 128298 896.1 16635 200.2 2950 81.8 2205
EU221505.1 338024 17764.1 20112.9 5602.0 14648.8 13167.2 12705.9
AY626044.1 131844  210.8 3720 4410 451.2 405.2 4084
AY221726.1 111684 1125.8 3883.7 13155 1003.2 80.5 3331
EU750704.1 425842 7587.5 7706.2 2301.2 2504.7 695.7 1306.2
EU221511.1 332418 16020.5 17430.5 17696.0 15581.3 14656.1 15326.0
NC_001675.1 128892 314 73.6 216 55.1 66.0 41.0
AMO084275.1 142111 713.1 2640.1  152.1 2146 43.9 56.6
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FJ425602.1 gg_id:360036 communnities healthy and diseased colonies Caribbean coral Montastrea faveolata
GQ348805.1 gg_id:535038 Metagenome versatile chemolithoautotroph expanding oceanic dead zones Saanich
EF574942.1 gg_id:233349 site S25 near Coco's Island marine clone S25_ 1286

FJ612356.1 gg_id:513373 and Biogeochemistry Dongping Lake Ecosystems lake water clone DP10.2.41
DQ513030.1 gg_id:160706 Microbial life fluids ridge flank crustal fluid clone F$142-30B-02

EF520514.1 gg_id:234436 structure lakes: what controls ? acid-impacted lake clone ADK-WYh02-13
EU237282.1 gg_id:247611 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
AY702175.1 gg_id:138411 biased towards marine algal plastids photosynthetic picoeukaryote open ocean site /
GU119867.1 gg_id:540713 Threatened Corals Provide Microbial Habitats reef water clone Reef L05
EF575114.1 gg_id:229699 site S25 near Coco's Island marine clone S25_ 1458

GU119886.1 gg_id:569927 Threatened Corals Provide Microbial Habitats reef water clone Reef H17
EF573807.1 gg_id:231663 site S25 near Coco's Island marine clone 525 151

X99077.1 gg_id:72546 Ochrosphaera neapolitana str. CCMP593

EF574682.1 gg id:233758 site 525 near Coco's Island marine clone S25_1026

EF574443.1 gg id:233591 site S25 near Coco's Island marine clone S25 787

EU919835.1 gg_id:313742 Kongsfjorden western Spitsbergen Svalbard ocean water clone s29

NC_007288.1 gg_id:138642 Emiliania huxleyi str. CCMP 373

DQO15781.1 gg_id:140203 Antarctic lake water clone ELB19-095

AY706940.1 gg_id:110187 Pterocladia lucida

FJ202832.1 gg_id:303559 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata k
DQ026676.1 gg_id:147016 Ptilota serrata

AM259754.1 gg_id:215148 Spatial sponge- Mediterranean sponge Tethya aurantium seawater clone TAU-7-68
DQ026698.1 gg id:146905 Euptilota molle

DQ026685.1 gg id:145086 Diapse ptilota

DQ026693.1 gg_id:148247 Sciurothamnion stegengae

DQ026692.1 gg id:146233 Seirospora interrupta

AY706948.1 gg_id:111094 Gelidium pristoides

AY706939.1 gg_id:110833 Gelidiella acerosa

AY706941.1 gg_id:110867 Pterocladiella capillacea

DQ026688.1 gg_id:146462 Callithamnion collabens

FJ203641.1 gg_id:305702 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata F
DQ269091.1 gg id:187735 marine macro-alga surface clone DPC025

DQ026682.1 gg id:148404 Crouania elisiae

AY706944.1 gg_id:109889 Gelidium caulacantheum

DQ026687.1 gg_id:147909 Proposal Euptiloteae trib. nov South Africa: Kommetjie Cape Peninsula

FJ202795.1 gg_id:344186 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata k
GU119563.1 gg_id:591956 Threatened Corals Provide Microbial Habitats chloroplast clone Apal_J16

U38804.1 gg_id:69121 Porphyra purpurea str. Avonport

NC _007932.1 gg _id:154530 Porphyra yezoensis

U38804.1 gg _id:129267 Porphyra purpurea str. Avonport

AMO084277.1 gg_id:144620 Porphyridium aerugineum str. SAG 43.94
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FJ425602.1 360036 6567.0 7886.7 3979.0 33135 2964.9 3554.2
G(Q348805.1 535038 37.6 65.5 23.0 58.3 65.4 20.3
EF574942.1 233349 11272.3 14756.6 4437.3 8316.0 7387.8 72994
FJ612356.1 513373 12630.7 12830.2 7390.7 84965 5680.3 7262.9
DQ513030.1 160706 9856.3 12587.9 5622.4 7652.1 4402.7 7305.0
EF520514.1 234436 2443 2888 1408 2741 69.2 34.3
EU237282.1 247611 4827.7 9677.7 5616.8 42115 1899.6 3919.0
AY702175.1 138411 1326.1 244577 9259 S03.3 2254 4525
GU1158867.1 540713 10745.4 12798.5 S018.0 81125 10709.9 10148.5
EF575114.1 229699 2625.2 5309.8 2478.2 3119.0 1353.0 19125
GU119886.1 569927 8017.7 7122.3 64255 81275 8682.1 6776.5
EF573807.1 231663 9152.2 117758 3511.7 62415 5374.1 45217
X99077.1 72546 1746.0 22716 406.0 2578.0 1798.3 12813
EF574682.1 233758 13177.4 15968.1 10111.1 9981.2 6360.7 8651.5
EF574443.1 233591 2054.6 2267.9 11295 16345 261.9 2529
EU919835.1 313742 11262.7 128415 5159.7 9054.2 10049.3 8479.7
NC_007288.1 138642 4794.0 6812.2 2004.1 34941 6000.1 3596.9
DQO15781.1 140203 7873.8 9208.1 6821.3 54589.6 10005.8 8432.6
AY706940.1 110187 31.0 70.0 26.0 2203 65.4 15.1
FJ202832.1 303559 27344.7 29519.7 12216.1 15498.0 21207.6 21383.8
DQ026676.1 147016  623.7 14783 136.9 3245 69.6 52.0
AM259754.1 215148 2225 4922 5339 757.3 1188 88.1
DQ026698.1 146505  228.0 4357 606.7 3526 996.1 1021.7
DQ026685.1 145086 12372.6 9S823.0 1457.7 3094.8 1957.2 22554
DQ026693.1 148247 33394 52966 8129 4837 2101 2310
DQ026692.1 146233 6997.3 97827 9094 6138 1414 1736
AY706948.1 111094 2928.6 31345 1765.9 1086.6 2811.9 1803.9
AY706939.1 110833 36.5 103.2 70.2 1020 54.9 47.3
AY706941.1 110867 790.3 3809.8 3357 6723 3986 316.1
DQ026688.1 146462 5076.3 94526 3981.9 48199 24447 225855
FJ203641.1 305702 4356.9 43154 2287.8 21403 19352 9514
DQ269091.1 187735 1169.7 2440.8 2792.3 20299 587.7 1024.2
DQ026682.1 148404 3927.3 2548.1 800.6 653.1 14855 506.8
AY706944.1 109889 15072.0 15862.3 5933.2 83819 3911.7 41123
DQO026687.1 147905 2313 407.8 65.9 127.8 55.0 33.9
FJ202795.1 344186 20983.6 21949.1 15313.8 11571.6 20264.2 20037.2
GU119563.1 591956 7853.8 11331.8 5086.6 5644.0 5048.2 47684
U38804.1 69121 9332.8 10817.8 8012.9 8730.0 4741.8 4976.3
NC_007932.1 154530 5416.3 70856 9485 9629 1417 137.0
U38804.1 129267 12717.8 14054.1 5617.0 4430.8 3138.9 3084.9
AMO084277.1 144620 8879.9 11134.4 5438.1 4339.0 2087.6 2481.0
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AF170715.1 gg_id:27542 Flintiella sanguinaria str. SAG B 40.94

AF170721.1 gg_id:19387 Thorea violacea str. SAG 51.94

DQ269106.1 gg_id:188204 marine macro-alga surface clone DPC164

X81903.1 gg_id:3476 Glaucosphaera vacuolata str. SAG B 13.82

Z229521.1 gg_id:3474 Chondrus crispus

AF170713.1 gg_id:29775 Compsopogon coeruleus str. SAG B 36.94

218289.1 gg _id:3475 Palmaria palmata -- chloroplast

GU119866.1 gg_id:583758 Threatened Corals Provide Microbial Habitats reef water clone Reef H15
AJ536459.1 gg_id:102607 Lauderia borealis str. P125 CCAP 1044/1

FJ002211.1 gg_id:306594 Thalassiosira gravida str. CCMP 986 C140

AF327029.1 gg_id:38733 algal bloom clone AWS98-19b

AJ007876.1 gg_id:3438 cyanobacterium clone LD27

GU119608.1 gg_id:579531 Threatened Corals Provide Microbial Habitats chloroplast clone Dstr_[18
U32670.1 gg_id:3400 picoplankton clone OM20

AJ536452.1 gg_id:101506 Bacillaria paxillifer str. p73

AF418971.1 gg_id:30625 USA: Colorado Fort Collins Horsetooth Reservoir clone HT2A3

FJ002215.1 gg_id:305627 Chaetoceros calcitrans str. PCC 537/nioz C07

FJ002196.1 gg_id:337513 Melosira cf. octogona str. CCMP 483 €122

FJ002179.1 gg_id:327536 Attheya septentrionalis str. CCMP 2083 C102

FJ002181.1 gg_id:340216 Aulacoseira granulata var. angustissima str. CCAP 1002/2 C104
FJ002221.1 gg_id:332808 Nitzschia closterium C14

FJ002188.1 gg_id:340298 Fragilaria pinnata str. CCAP 1029/2 C112

L10941.1 gg_id:3402 marine snow clone AGG56

DQ521489.1 gg _id:175452 Antarctic lake ice cover clone ANTLV1 EO3

AJ536456.1 gg_id:102146 Cymatosira belgica str. P189 CCAP 1018/1

EU841053.1 gg_id:317660 biofilm grown on benthic ovals 0.5 degrees C 0.8 m depth polluted river surface clon
AF514852.1 gg_id:64743 Haslea ostrearia

AM991155.1 gg_id:278448 Microbial groundwater and their potential use biomonitoring karst spring water cloi
GU119856.1 gg_id:555672 Threatened Corals Provide Microbial Habitats reef water clone Reef J18
AJ536466.1 gg_id:107146 Corethron pennatum str. P135

AY221720.1 gg_id:112272 Stephanodiscus minutulus str. SAG 49.91

AF534438.1 gg_id:83959 Toolik Lake main station at 3 m depth clone TLM14

EF573915.1 gg _id:227603 site S25 near Coco's Island marine clone $S25 259

AY948053.1 gg_id:143740 Synchrony and seasonality two temperate rivers USA: Massachusetts Parker River cli
GU119861.1 gg_id:586764 Threatened Corals Provide Microbial Habitats reef water clone Reef N20
X14873.1 gg_id:3448 Pylaiella littoralis Pla.

DQ307678.1 gg_id:149793 Fucus vesiculosus

GQ231542.1 gg _id:563800 Aureoumbra lagunensis str. CCMP 1507

EF419352.1 gg id:212582 Substantial alterations cutaneous biota psoriatic lesions human skin clone 1PN75
DQ513100.1 gg_id:159889 Microbial life fluids ridge flank crustal fluid clone F5274-44B-03
EF574323.1 gg id:228263 site S25 near Coco's Island marine clone 525 667
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AF170715.1 27542 10318.8 10227.7 7002.9 65285 39629 24804
AF170721.1 19387 2208.6 3803.6 7977 3775 100.3 84.6
DQ269106.1 188204 12259.3 11594.8 8342.5 6532.2 4180.0 5638.9
X81903.1 3476 3037.1 3098.9 321.1 5399 2083 5103
229521.1 3474 38.3 87.6 46.9 91.1 71.2 65.2
AF170713.1 29775 6872.2 9347.2 12662.2 5086.8 2523.8 1975.2
Z718289.1 3475 2168.7 5506.3 13069 15729 4224 580.6
GU119866.1 583758 7417.2 11597.7 3776.3 33943 3647 740.7
AJ536459.1 102607 5120.7 13570.0 53383 6445.8 4848.9 22356
FJ002211.1 306594 14109.3 18149.1 7534.7 7836.4 5737.5 4566.9
AF327029.1 38733 2351 10349 14615 4981 43.3 10.8
AJ0G7876.1 3438 11835.7 16780.7 70354 4102.7 4036.7 30004
GU119608.1 579531 11219.6 15156.7 10324.4 11844.6 12471.0 10892.7
U32670.1 3400 1866.7 74764 7449 6139 83.9 44.1
AJ536452.1 101506 13206.8 20028.9 6237.0 12045.4 101854 7470.1
AF418971.1 30625 12555.3 19496.3 5379.2 10008.8 4116.7 4999.9
FJ002215.1 305627 15012.3 17047.4 6637.2 6769.7 6270.0 44942
FJ002196.1 337513 13195.0 23812.5 13697.9 9366.5 5842.2 5655.7
FJ002179.1 327536 8041.0 16272.6 61183 79441 8300.2 6756.6
FJ002181.1 340216 14558.3 21651.7 8665.8 11680.1 10285.2 8947.6
FJ002221.1 332808 640.4 2350.0 58125 22553 4133 418.2
FJ002188.1 340298 10769.4 17550.8 11075.9 9133.6 107474 8527.1
L10941.1 3402 14655.8 15223.4 9536.5 12115.0 9246.5 8087.3
DQ521485.1 175452 6321.4 13197.2 4620.5 50549 4860. 3322.8
Al536456.1 102146 8516.9 15371.3 3225.7 43655 15734 6456
EU841053.1 317660 4786.2 8614.0 5372.4 5330.7 3552.0 2628.7
AF514852.1 64743 2833.2 5670.0 743.8 3300 85.6 55.4
AM991155.1 278448 7446.8 10372.3 5908.9 6558.7 1726.0 20785
GU119856.1 555672 14677.1 19506.0 7670.3 8583.5 4938.4 34343
AJ536466.1 107146 1705 13564 56.0 81.9 68.1 26.7
AY221720.1 112272 8766.4 174615 6491.6 482995 10084  456.7
AF534438.1 83959 7499 15940.3 1866.7 5600.0 1723 2477
EF573915.1 227603 5681.5 9145.1 6605.2 5031.3 2783.4 3600.0
AY948053.1 143740  325.8 12840.1 6982.6 59384 57.4  151.2
GU119861.1 586764 6404.5 11368.3 4254.8 5294.2 1335.0 1260.8
X14873.1 3448 14061.7 16332.5 6446.4 10634.2 7920.2 6878.0
DQ307678.1 149793 5587.9 79242 2777.1 3160.3 505.9 226.6
GQ231542.1 563800 10484.0 16222.3 10779.9 7994.0 8650.2 67485
EF418352.1 212582  481.2 26544 450.4  153.7 36.5 28.5
DQ513100.1 159889 4659.4 10164.0 2035.8 1446.6 95.6 146.8
EF574323.1 228263 725 2234 2184 163.8 176.1 170.7
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EU050703.1 gg_id:243366 Microbial waters production water Daging oil field clone DQ328-37

EU168190.1 gg_id:286333 Heterosigma akashiwo str. NIES 293

U24588.1 gg_id:3550 Lygodium japonicum

AB197035.2 gg_id:141908 Selaginella uncinata

EU017103.1 gg_id:243468 Passiflora biflora

AY660566.1 gg_id:108861 Huperzia lucidula

DQ478785.1 gg_id:221305 Dacrydium pierrei

DQ478783.1 gg id:220978 Cephalotaxus fortunei

DQO000201.1 gg id:123131 Trewia nudifiora

X07675.1 gg_id:3541 Glycine max str. Maple arrow

GQ076398.1 gg_id:436938 Topographical and Temporal Human Skin Microbiome skin plantar heel clone nbw3€
FJ755183.1 gg_id:559773 Selaginella moellendorffii

DQ359689.1 gg_id:177315 Ranunculus macranthus

GQ997924.1 gg_id:518737 Ximenia americana

DQ417653.1 gg_id:155825 Trifolium repens

AF244555.1 gg id:36243 Gnetum leyboldii

DQ478789.1 gg_id:225032 Abies fabri

NC 008454.1 gg _id:192539 Pelargonium x hortorum

EF219137.1 gg_id:214073 microbial extremely acidic metal-rich stream massive sulfide (Huelva Spain) and their
U24595.1 gg_id:3525 Tmesipteris oblanceolata

U24585.1 gg_id:3545 Isoetes melanopoda

AJ007728.1 gg_id:53526 Orobanche minor

AP009339.1 gg_id:245721 Cycas taitungensis

GQ998717.1 gg_id:527256 Quercus nigra

EU016691.1 gg_id:239198 Yucca schidigera

AJ401353.1 gg id:18362 Cuscuta campestris

NC _005973.1 gg id:101027 Oryza nivara str. SL10

AF244549.1 gg_id:34845 Adiantum pedatum

AJ440719.1 gg_id:64370 putative agent rhinosporidiosis

GQ043362.1 gg_id:387276 Topographical and Temporal Human Skin Microbiome skin plantar heel clone nbw9¢
U24586.1 gg_id:3509 "Juniperus virginiana"

NC 008407.1 gg_id:173745 Jasminum nudiflorum

X73670.1 gg_id:3546 Daucus carota -- chloroplast

GQ000614.1 gg_id:469179 Topographical and Temporal Human Skin Microbiome skin interdigital web space clc
GQO043792.1 gg_id:439422 Topographical and Temporal Human Skin Microbiome skin plantar heel clone nbw97
NC _004543.1 gg id:128955 Anthoceros formosae

U24596.1 gg_id:3536 Spirogyra maxima

FJ901425.1 gg_id:578127 phreatic limestone sinkholes northeastern Mexico growth slide biofilm 1m deep cenc
U47845.1 gg _id:29047 Cytinus ruber

U24591.1 gg_id:3534 Selaginella apoda

U67743.1 gg_id:35074 Cynomorium coccineum
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EU050703.1 243366 9442.3 11212.7 11178.8 9561.7 3054.2 25415
EU168190.1 286333 181.3 3926 75.4 4494 64.3 39.8
U24588.1 3550 1223 729.0 371.8 165.8 56.2 26.0
AB197035.2 141908 3420 3694 4093 126.0 115.1 85.2
EU017103.1 243468 6855.9 7977.0 3323.6 49015 4694.8 4053.7
AY660566.1 108861  165.5 333.1 5874 141.1 4474 4750
DQ478785.1 221305 1026 98.0 62.3 66.8 76.4 48.0
DQ478783.1 220978 11373.2 12580.1 12453.3 7458.1 7416.3 82723
DQ000201.1 123131 2555.9 6609.1 448.2 818.6 11293 850.6
X07675.1 3541 14496 21845 5088 4765 897.3 1628
GQ076398.1 436538 59214 6448.5 2266.7 4112.4 6888.3 5501.7
FJ755183.1 559773 4463.7 5706.4 2308.4 2638.0 1271.0 1748.2
DQ359689.1 177315 573.9 4205 71.0 69.8 52.0 43.5
GQ997924.1 518737 2135.9 5038.3 2430.4 18182 14576 4725
DQ417653.1 155825 10089.4 12665.8 7117.2 62353 5104.1 3375.8
AF244555.1 36243 6323 5103 287.1 10146 3724 177.6
DQ478789.1 225032 6504.1 8986.9 2022.2 2552.7 789.2 15258.9
NC_008454.1 192535 5254.8 5834.2 3709.0 28879 15514 2643.8
EF219137.1 214073 66.5 1765 1331 68.4 74.0 45.7
U24595.1 3525 3902.1 4477.7 1135.0 1513.2 1473.0 827.1
U24585.1 3545 1629.6 3759.7 5320.7 15083 5134 9155
AJ007728.1 53526 16039.1 15706.2 13179.4 11686.8 13041.7 12342.9
AP009339.1 245721 10257.6 9012.4 6589.8 6921.7 6319.1 6295.0
GQ998717.1 527256 3846.4 49587.7 2388.4 13749 810.6 11546
EU016691.1 239198 6268.6 7452.0 43739 566.7 2651.0 2107.1
AJ401353.1 18362 1118.4 1448.2 10223 826.2 1379.0 2244
NC_005973.1 101027 34.3 62.0 75.9 76.6 60.0 34.4
AF244549.1 34845 876 2617 3222 2100 75.4 63.8
Al4407159.1 64370 5381.7 8207.7 33283 5063.1 6977.6 6322.1
GQ043362.1 387276 1180.8 505.3 15143 6314 2680.1 1093.1
U24586.1 3509 827.7 13625 22489 2854 10374 998.2
NC_00840G7.1 173745 40.5 1330 32.0 74.6 76.0 39.1
X73670.1 3546 7927.0 9981.0 3318.0 6615.0 32725 21845
GQ000614.1 469179 6353.5 8400.0 67321 44859 97311 52787
GQ043792.1 439422 6186.3 7362.2 20444 6318.7 5521.6 52257
NC_004543.1 128955 19373.7 12216.4 3002.8 1156.1 2445.7 37735
U24596.1 3536 187.0 604.6 67.5 207.3 1016 39.2
FJ901425.1 578127 5598.3 5770.9 4743.0 26514 2399.7 1352.2
U47845.1 259047 1109 204.2 105.2 4685 242.2 3289
U24591.1 3534 25.8 50.5 41.2 54.2 61.8 20.3
U67743.1 35074 1845.8 25083 513.3 13044 2269 205.3
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Gloeobacter violaceus
___Anabaena cylindrica
Anabaena cylindrica
Nostoc sp. PCC 7120

unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified
unclassified

Anabaenopsis abijatae
___Anabaenopsis elenkinii

unclassified

Aphanizomenon issatschenkoi
Aphanizomenon issatschenkoi

unclassified
unclassified
unclassified

Cylindrospermopsis raciborskii
Dolichospermum compactum
Dolichospermum crassum
Dolichospermum smithii
Dolichospermum smithii
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75748
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75302
74797
53460
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53719
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U24579.1 gg_id:3556 Coleochaete orbicularis
U67740.1 gg_id:45967 Bdallophyton americanum
U67742.1 gg_id:72055 Mitrastema yamamotoi

EU799970.1 gg_id:303568 It's all ranking aquatic Newport Harbour Rl clone 1227648

AB355043.1 gg_id:242402 Monitoring and archaeal two heavy polluted areas lake Egypt based on surface wate

AF289247.1 gg_id:30353 Eutreptia viridis str. SAG 1226-1c¢
AF170711.1 gg_id:28521 Chroothece richteriana str. SAG B 104.79
AF172715.1 gg_id:30150 Pavlova gyrans

F1719672.1 gg_id:530315 Eutreptiella gymnastica str. MCC-NIES381
FJ390400.1 gg_id:366238 Cyanidium sp. Atacama

DQ249873.1 gg_id:161126 Eutreptiella braarudii str. CCMP-1594
EU586032.1 gg_id:258653 Cyanidium caldarium str. YSK-1
EU750699.1 gg_id:385423 Eutreptiella pomquetensis str. CCMP 1491
AB234298.1 gg _id:141161 Nephroselmis pyriformis

GU062005.1 gg_id:577338 and function microbial mesoscale eddy perturbations South China Sea clone S-DCM-

FN563105.1 gg_id:512475 Mesostigma viride str. SAG 50-1
AF132790.1 gg_id:3564 Gloeobacter violaceus str. PCC 7421
EF583862.1 gg id:237833 Anabaena sp. str. BECID31

AJ630458.1 gg_id:108010 Anabaena augstumalis 'SCHMIDKE JAHNKE/4a' str. SCMIDKE JAHNKE/4a

X59559.1 gg_id:3092 Anabaena sp str. PCC 7120

AM711537.1 gg_id:258918 Nostoc sp. str. PCC 8112

GQ466520.1 gg_id:540733 analyses genus Anabaena soil rice field
AF247593.1 gg_id:29130 Anabaena variabilis str. NIES23

AF317631.1 gg_id:50880 Nostoc sp. str. PCC 7120

DQ234828.1 gg_id:142226 Anabaena variabilis str. KCTC AG10273
AB275346.1 gg_id:211084 Nostoc sp. str. 0s1-C1

AY218829.1 gg_id:81799 Anabaena flos-aquae str. UTCC 64
AY742448.1 gg_id:101942 Nostoc sp. str. 8941

AM773302.1 gg_id:296783 Anabaenopsis cf. abijatae str. AB2002/25
AM773306.1 gg_id:289237 Anabaenopsis elenkinii str. AB2002/37
AY038036.1 gg_id:29506 Cyanospira rippkae str. PCC 9501
EU157977.1 gg_id:346176 Aphanizomenon issatschenkoi str. 1311
AY196087.1 gg_id:88937 Aphanizomenon issatschenkoi str. TAC419
FJ830579.1 gg_id:538751 Anabaena cf. fallax str. CENA208
AY196088.1 gg_id:88923 Aphanizomenon issatschenkoi str. LEMCYA31
EU157982.1 gg_id:352387 Aphanizomenon issatschenkoi str. 473
AB115471.1 gg_id:101333 Cylindrospermopsis raciborskii str. DMKU51006
AY701569.1 gg_id:99710 Anabaena compacta str. 1403/24
F1830573.1 gg_id:573019 Anabaena crassa str. CENA196
AB271212.1 gg_id:173309 Anabaena spiroides

AY701546.1 gg_id:107062 Anabaena planktonica str. TAC435
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U24579.1 3556 50.5 1346 58.3 723 98.8 45.4
u67740.1 45967  256.8 5547 52.0 51.7 74.2 33.2
u67742.1 72055 146.8 426.5 150.5 88.0 1235 74.1
EU799970.1 303568 13533.7 20940.3 13034.8 11274.8 6917.6 9516.5
AB355043.1 242402 6082.8 11258.2 7212.8 5016.7 1609.2 2853.9
AF289247.1 30353 379.8 603.2 45.06 197.8 54.5 12.5
AF170711.1 28521 363.7 7055 63.3 2351 87.2 62.5
AF172715.1 30150 275.1 673.6 1560.3 5415 6474 57473
FJ719672.1 530315 7%42.1 8768.9 10933.4 G657.9 75948.8 9457.3
FJ390400.1 366238 11477.4 153411 74114 75044 1672.7 3048.2
DQ249873.1 161126  397.3 13659 407.3 1858 67.5 57.5
EU586032.1 258653 9200.9 10516.5 5224.1 5279.2 3897.7 4180.1
EU750699.1 385423 10480.7 15476.9 8512.6 5868.8 5338.8 59358.1
AB234298.1 141161 12225.3 15206.3 9683.2 76439 1782.3 3276.7
GU062005.1 577338 7445.7 121324 4457.1 4365.8 462.2 654.3
FN563105.1 512475 12040.1 15975.5 7611.1 54005 3519.8 5024.1
AF132790.1 3564 2828 7265 5813 3464 858.1 6034
EF583862.1 237833 17490.0 18876.7 7533.8 40%4.5 5209.5 5217.2
Al630458.1 108010 23548.9 24667.0 6239.1 59918 49715 6220.8
X59559.1 3092 10714.7 11284.3 3462.6 5403.7 10069.8 6506.6
AM711537.1 258918 11995.1 16444.8 26729 14322 5717 8910
GQ466520.1 540733 12193.0 12593.4 3027.6 5006.9 8767.9 5613.9
AF247593.1 29130 8556.5 10165.1 1734.0 2650.3 5722.7 2788.0
AF317631.1 50880 23913.4 21606.8 8797.1 14020.1 16879.6 14257.9
DQ234828.1 142226 11573.8 117211 17723 36739 6264.4 37655
AB275346.1 211084 2410.8 33249 1590.5 12864 6808.1 9884
AY218829.1 81799 12049.4 13546.2 1540.0 4082.9 10323.5 35024
AY742448.1 101942 6236.8 9676.9 640.7 749.7 24105 1329
AM773302.1 296783 14395.5 18349.1 3683.2 3000.6 6143.1 2904.3
AM773306.1 289237 8487.6 114359 6214.1 1813.8 16794 17204
AY038036.1 29506 7840.4 12650.1 2965.1 38159 8643.9 4699.1
EU157977.1 346176 14329.4 170215 44443 44338 4198.6 34436
AY156087.1 88937 14832.5 19708.0 4545.0 4682.6 5102.5 4486.7
FJ830579.1 538751 20105.3 24518.8 2360.2 19120 3774.8 3202.3
AY196088.1 88923 14682.5 17615.1 2939.0 3460.6 1873.7 1468.7
EU157982.1 352387 15172.7 148559 1803.1 1229.2 865.5 1662.5
AB115471.1 101333 62.0 169.2 25.2 70.4 443 18.8
AY701569.1 99710 64179 589999 905.1 7394 640.0 367.8
FJ830573.1 573018 13025.0 16817.6 4943.6 1608.8 289.4 5855
AB271212.1 173309 16256.7 20070.9 2620.9 2114.0 5361.1 3899.9
AY701546.1 107062 14812.4 19447.2 2223.6 22235 4798.6 33456
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AY701555.1 gg_id:103062 Anabaena smithii str. TAC432

AY701543.1 gg_id:106587 Anabaena planktonica str. TAC422

AJ630433.1 gg_id:107983 Anabaena planctonica str. 1tu36s8

AJ630434.1 gg_id:107985 Anabaena sigmoidea str. 0tu36s7

AY701560.1 gg_id:107303 Anabaena ellipsoides str. AnaHB

AY701548.1 gg_id:107359 Anabaena planktonica str. 1403/27
DQ023199.1 gg_id:128225 Anabaena lemmermannii 'BC 0005’ BC Ana 0005
AY196086.1 gg_id:88724 Aphanizomenon gracile 'Aph NH-5" str. Aph NH-5
AJ630419.1 gg_id:107969 Anabaena flos-aquae str. 1tu31s11

AJ630443.1 gg_id:107992 Aphanizomenon flos-aquae str. 1tu26s2
EU157987.1 gg_id:348194 Aphanizomenon flos-aquae str. A8

FJ830571.1 gg_id:575863 Anabaena circinalis str. CENA191

AF317632.1 gg_id:28360 Aphanizomenon flos-aquae str. NIES81
EU157997.1 gg_id:355112 Aphanizomenon flos-aquae str. AFA-6
AJ293105.1 gg_id:20833 Anabaena solitaria str. 82

GU434227.1 gg_id:525004 Anabaena sedovii str. ACCS 058

AJ630425.1 gg_id:107974 Anabaena mucosa str. 1tu35s5

AJ630440.1 gg_1d:107991 Anabaena spiroides str. 1tu39s17

AJ293112.1 gg_id:40671 Anabaena crassa str. 215

AB093488.1 gg_id:82666 Anabaena planctonica NIES-810 str. NIES 810 NIES-810
AF247590.1 gg_id:38208 Anabaena flos-aquae str. AWQC112D
AF247573.1 gg_id:23978 Anabaena circinalis str. AWQC150A

AY354194.1 gg_id:101150 Aphanizomenon gracile str. LMECYA40
AJ293118.1 gg_id:43523 Anabaena spiroides str. PMC9702

EU340226.1 gg_id:256707 on Aquatic Macrophytes Geothermally Active Area Sedge Bay Yellowstone Lake WY .
FJ592868.1 gg_id:511684 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
AJ781148.1 gg_id:110881 Nodularia sphaerocarpa str. UTEX B 2093
AJ781144.1 gg_id:110114 Nodularia sphaerocarpa str. Fael9

AF268023.1 gg_id:51799 Nodularia spumigena str. PCC73104

AF268006.2 gg_id:37800 Nodularia spumigena str. L575

AY038034.1 gg_id:20340 Nodularia spumigena str. PCC 9350

AF268009.1 gg_id:35491 Nodularia spumigena str. NSLAO1

AF268017.1 gg_id:74014 Nodularia spumigena str. NSPHO5A14
AJ630452.1 gg_id:108005 Nostoc muscorum str. i

DQ185257.1 gg_id:148513 Nostoc punctiforme str. SAG 69.79
DQ185234.1 gg _id:149137 Nostoc sp. 'Lobaria hallii cyanobiont’
AB325714.1 gg_id:310463 Nostoc cf. commune str. KG-54

AF027654.1 gg_id:3108 Nostoc sp. PCC 9709 str. PCC9709

AJ630449.1 gg_id:108000 Nostoc edaphicum str. X

AY328900.1 gg_id:103321 Nostoc sp. str. 118.7.2

AJ630447.1 gg_id:107997 Nostoc calcicola str. Il
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AY701555.1 103062 12325.2 15965.1 2121.6 1808.3 51185 3190.5
AY701543.1 106587 20487.5 25466.6 2870.1 3425.9 054324 4834.0
AJ630433.1 1075983 14401.5 18670.2 4639.8 3924.8 10934.8 6735.2
AJ630434.1 107985 19366.4 24478.8 3777.8 65834 9988.9 7540.5
AY701560.1 107303 11642.4 133425 4070.7 5837.7 3056.7 4325.1
AY701548.1 107355 14219.1 18583.7 4614.3 2658.1 7803.2 534859
DQ023199.1 128225 14527.3 17693.7 3179.7 6544.4 8386.7 8309.4
AY196086.1 88724 19273.2 23851.2 3449.2 511956 1786.1 2161.1
AJ630419.1 107565 18688.5 22256.3 4981.4 47645 5841.2 52457
AJ630443.1 107992 18699.5 25219.2 3093.1 3588.9 8850.1 5927.8
EU157987.1 348194 21470.0 26821.0 2675.1 34559 4857.1 3812.1
FJ830571.1 575863 11350.9 15252.7 4468.2 2381.8 3320.8 21353
AF317632.1 28360 12705.2 15423.7 47593.0 6978.9 5058.7 4903.6
EU157997.1 355112 22591.0 27555.2 34233 4246.6 6701.6 5202.6
AJ293105.1 20833 7079.6 11959.2 4383.2 18315 1088.8 584.3
GU434227.1 525004 76424 9697.4 16293 8746 9166 3301
AJ630425.1 107974 20182.3 24340.1 3391.8 3400.3 6885.3 5803.9
AJ630440.1 107991 21545.0 26757.0 2664.4 3386.4 4856.8 3808.0
AJ293112.1 40671 17510.8 20871.2 9830.3 9630.6 116964 8975.8
AB093488.1 82666 21696.3 25714.9 12829.3 4462.3 4908.3 48035
AF247590.1 38208 S829.1 14122.2 1402.3 14659.8 4720.0 2305.8
AF247573.1 23978 14238.3 191295 14725 16286 686.0 13589
AY354194.1 101150 95882.6 12532.4 1526.7 633.1 1319 3733
AJ293118.1 43523 15925.5 21142.0 3375.8 2308.4 7460.1 4510.2
EU340226.1 256707 10005.7 14599.8 1122.3 12432 2953 1965
FJ592868.1 511684 13952.8 16507.5 32591.6 3331.7 4358.7 3640.3
AJ781148.1 110881 8800.8 11717.5 40583 3965.5 24415 1450.6
AJ781144.1 110114 15671.8 19227.7 7528.8 4027.5 19033 2101.7
AF268023.1 51799 9698.7 15283.5 2535.2 17125 38284 24141
AF268006.2 37800 22925.2 26501.7 12613.2 13470.4 19415.2 15734.2
AY038034.1 20340 17811.2 21078.7 10219.3 5590.7 2040.7 4419.8
AF268009.1 35491 17628.8 17844.9 17486.1 12682.3 12755.4 11899.0
AF268017.1 74014 14803.9 19796.7 5288.6 5227.1 65334 47354
AJ630452.1 108005 7205.3 74849 14924 16515 4966 4094
DQ185257.1 148513 489.5 11825 1085 1058.1 66.4 29.5
DQ185234.1 145137 1722.5 2050.5 1870.0 21596.6 38489 21184
AB325714.1 310463 10915.1 10861.2 7679.0 7373.2 9301.0 8925.0
AF027654.1 3108 10944.9 13304.0 5176.3 3778.8 1250.5 15354
AJ630449.1 108000 944.6 25375 22174 4544 100.2 1159
AY328900.1 103321 12705.5 16727.2 2779.0 2154.5 64358 45254
AJ630447.1 107997 849.3 1450.5 58.0 73.3 62.7 18.9
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AB101003.1 gg_id:102224 Nostoc commune

AY328896.1 gg_id:99053 Nostoc sp. str. 9.4.22

DQ234824.1 gg id:143784 Anabaena flos-aquae str. UTEX LB2391

DQ185223.1 gg_id:148113 Nostoc commune '0'Brien 02011101"

EU178144.1 gg_id:256672 Nostoc sphaeroides str. HBHF0604

DQ234825.1 gg _id:142304 Anabaena flos-aquae str. UTEX LB2557

FJ592873.1 gg_id:554414 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
DQ185226.1 gg id:148337 Nostoc sp. 'Peltigera membranacea 1 cyanobiont'

DQ185256.1 gg id:149796 Nostoc punctiforme str. SAG 68.79

AY218833.1 gg_id:81294 Nostoc commune str. UTEX 584

AB251860.1 gg_id:327757 Nostoc commune

EU178143.1 gg_id:250532 Nostoc flagelliforme str. IMGAQ408

AY742447.1 gg_id:101785 Nostoc sp. str. 8916

AF506239.1 gg_id:58861 Nostoc sp. 'Peltigera pruinosa cyancbiont 14' 'Peltigera

FJ815314.1 gg _id:534084 Microcystin Production Tripartite Cyanolichen Peltigera leucophlebia Finland clone Al
AB113666.1 gg_id:110233 Nostoc commune

EF174207.1 gg_id:200545 Nostoc sp. 'Pannaria cyanobiont' sphinctrina 1b Ch

GU396093.1 gg_id:522456 Nostoc piscinale str. BF3

AF506243.1 gg_id:58858 Nostoc sp. 'Peltigera pruinosa cyanobiont 18’ 'Peltigera

AB428654.1 gg id:331170 Nostoc commune

AF506247.1 gg_id:58854 Nostoc sp. 'Peltigera praetextata cyanobiont 22 'Peltigera

FJ815321.1 gg_id:542307 Microcystin Production Tripartite Cyanolichen Peltigera leucophlebia Finland clone Ut
AB275349.1 gg_id:205766 Nostoc sp. str. Ni4-C1

EU282431.1 gg_id:253266 Nostoc sp. str. 195-A21

FJ592874.1 gg_id:532880 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
FJ592872.1 gg_id:546107 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
AF506251.1 gg_id:58852 Nostoc sp. 'Nephroma parile cyanobiont 26' 'Nephroma

AJ344563.1 gg_id:35715 Nostoc sp. DM103 str. SAG 2028

AB098071.1 gg_id:110216 Nostoc commune str. SO-42

AY328897.1 gg_id:99213 Nostoc sp. str. 113.5

AB088405.2 gg_id:63340 Nostoc commune str. M-13

AF506240.1 gg_id:56511 Nostoc sp. 'Peltigera venosa cyanobiont 15' 'Peltigera

AB251862.1 gg_id:311353 Nostoc commune

AJ630450.1 gg_id:108003 Nostoc ellipsosporum str. V

AY701573.1 gg_id:103881 Anabaena flos-aquae str. NIES73

DQ234831.1 gg_id:141547 Trichormus variabilis str. KCTC AG10178

EF088341.1 gg_id:199561 Nostoc sp. str. CENA 107

AY218828.1 gg_id:82104 Nostoc muscorum str. CENA61

AF160256.1 gg_id:36477 Anabaena bergii str. 283A

AF247597.1 gg_id:48640 Anabaena flos-aquae str. NRC525-17

AF268018.1 gg_id:50096 Nodularia sphaerocarpa str. CDAC1966/93-1
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AB101003.1 102224  559.4 21103 26243 750.2 1182 140.0
AY328896.1 99053 8888.5 &8753.1 4306.8 30115 16569 18956
DQ234824.1 143784 5172.2 6407.8 44557 6540.1 7951.2 8717.5
DQ185223.1 148113 2336.9 5239.0 2276 1340 56.8 18.7
EU178144.1 256672 35925 3600.1 774.8 3137 11206  201.3
DQ234825.1 142304 2523 14245 523 1593 1357 1094
FJ592873.1 554414 15320.5 18413.6 7637.7 87455 1858.4 1264.2
DQ185226.1 148337 3857.5 6296.0 753.0 6783 14314 8787
DQ185256.1 149796  305.0 470.8 208.0 134.6 66.6 39.5
AY218833.1 81294 16636.0 17294.7 8887.0 10472.1 14801.5 14116.6
AB251860.1 327757 1162.4 12655 31209 660.3 72.1 40.9
EU178143.1 250532 4033.1 62323 3848.3 15425 3538.1 20723
AY742447.1 101785 3698.9 45537 873.6 647.1 45086 198.1
AF506235.1 58861 19.1 42.4 45.5 46.0 62.6 16.6
FJ815314.1 534084 9045.0 124374 852.7 3038.0 1661.1 1475.2
AB113666.1 110233 3774.2 5759.1 709.5 4253 15011 860.2
EF174207.1 200545 5839.3 4662.7 14044 4839 979.2 43438
GU396093.1 522456 2962.8 3683.2 17454 8836 817.2 4733
AF506243.1 58858 954.0 20084 309.3 2947 91.0 77.0
AB428654.1 331170 15585.4 15590.3 12347.2 12889.2 15827.6 13888.9
AF506247.1 58854 2524.2 42619 2376 158.0 194.1 78.7
FJ815321.1 542307 4652.1 7606.1 2279 639.8 83.5 50.4
AB275345.1 205766 3770.5 5453.2 5183 2281 736 1741
EU282431.1 253266 8171.3 10762.6 2375.0 2004.8 2058.6 1283.7
FJ592874.1 532880 17385.6 18093.8 13453.9 9968.9 14525.1 11109.5
F1592872.1 546107 17803.3 19680.6 7813.8 10121.3 8027.6 75749
AF506251.1 58852 7159.4 9166.5 1866.8 1804.1 4531.8 1713.1
AJ344563.1 35715 9364.8 10552.7 2232.1 13813 4825.2 3969.7
AB098071.1 110216 8084 1656.5 207.0 150.7 65.2 35.4
AY328897.1 99213 9034.3 5523.2 1146.8 1514.4 4556.6 21159
AB088405.2 63340 5869.2 9100.8 985.7 9826 1606.4 830.3
AF506240.1 56511 8163.0 11798.9 1093.5 1305.8 3118.5 1689.8
AB251862.1 311353 9560.1 9723.1 324S9.7 4678.8 4830.3 3518.1
AJ630450.1 108003 7195.2 11819.7 1733.0 12541 679.6 826.1
AY701573.1 103881 95845.2 11265.3 993.7 6687 806.1 45947
DQ234831.1 141547 1458.3 3089.0 50.7 162.0 62.8 29.2
EF088341.1 199561 4619.8 5948.0 1863.2 3436.8 5066.5 2160.6
AY218828.1 82104 12453.2 12708.3 1408.7 1524.3 8599.9 10227
AF160256.1 36477 2779.1 5603.9 1198.7 237.5 84.6 26.7
AF247597.1 48640 15924.4 23188.4 3206.2 2361.1 2029.3 17486
AF268018.1 50096 8394.5 10847.3 2293.6 11105 1544 9166
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AY218827.1 gg_id:81554 Nostoc muscorum str. CENA18

AB325906.1 gg_id:333578 Nostoc carneum str. IAM M-35

AF247595.1 gg _id:28828 Anabaenopsis circularis str. NIES21

DQ897365.1 gg_id:170580 Cylindrospermum sp. A1345

AF317629.1 gg_id:44470 Anabaena sp. str. PCC 7108

DQ364237.1 gg_id:157669 Anabaena sp. str. SSM-00

AY493624.1 gg id:178988 Petalonema sp. ANT.GENTNER2.8

AM230668.1 gg_id:198952 Tolypothrix sp. str. PCC 7415

AJ630428.1 gg_id:107978 Anabaena oscillarioides 'BO 1984/43' str. BO HINDAK 1984/43

AF132789.1 gg_id:136153 Cylindrospermum stagnale PCC 7417 str. ATCC 29204

EU340175.1 gg_id:237315 on Aquatic Macrophytes Geothermally Active Area Sedge Bay Yellowstone Lake WY .
AM711529.1 gg_id:268782 Nostoc calcicola str. TH2522

GU396091.1 gg_id:515321 Anabaena torulosa str. BF1

AM711522.1 gg_id:266459 Nostoc sp. str. All

AJ133161.1 gg_id:24012 Nostoc sp. str. 152

DQ185207.1 gg_id:148662 Nostoc sp. 'Mollenhauer 1:1-067" str. Mollenhauer 1:1-067

EF568905.1 gg_id:278305 Anabaena sp. str. XPORK15F

AY785313.1 gg_id:108357 Stigonematales cyanobacterium str. AELO4-Oct-6-03

AB074504.1 gg_id:80820 Calothrix brevissima str. IAM M-249

AY642569.1 gg_id:150707 and carbonate precipitation giant microbialites ly alkaline Lake Van Turkey microbiali
AB093486.1 gg_id:83776 Tolypothrix sp. str. IAM M-259

EU022706.1 gg_id:245919 Nostoc sp. SKS8

AF425995.1 gg _id:56651 Aphanizomenon sp. str. NH-5

AJ781143.1 gg_id:110879 Nodularia harveyana str. Bo53

AB187507.1 gg_id:111394 Nostoc sp. str. YK-01

EF516817.1 gg id:221130 grassland soil clone FCPT534

AY218831.1 gg_id:81241 Cylindrospermum sp. str. CENA33

AJ544082.1 gg_id:105653 Stigonema ocellatum str. SAG 48.90

AM711544.1 gg_id:258214 Nostoc sp. str. Maul5

GU434226.1 gg_id:527300 Wollea saccata str. ACCS 045

AJ293110.1 gg_id:73220 Anabaena cf. cylindrica str. 133

AM711543.1 gg_id:267299 Nostoc sp. str. Cam2S01

FJ592869.1 gg_i1d:548891 Fumarole-supported islands biodiversity within hyperarid -elevation landscape on Pui
DQ185231.1 gg_id:145091 Nodularia harveyana 'Huebel 1983/300' str. Huebel 1983/300

AJ630426.1 gg_id:107976 Anabaena oscillarioides str. BECID22

DQ532224.1 gg id:169488 Geographical Variation Microbial Burden and Spacecraft Assembly Johnson Space Ce
EU340174.1 gg_id:249819 on Aquatic Macrophytes Geothermally Active Area Sedge Bay Yellowstone Lake WY .
AB325536.1 gg_id:318589 Rivularia sp. str. IAM M-261

DQ532230.1 gg_id:166201 Geographical Variation Microbial Burden and Spacecraft Assembly Johnson Space Ce
EU009149.1 gg_id:261638 Rivularia sp. UAM 305 str. MU24 UAM-305

FJ192908.1 gg_id:312572 Genetic inventory 'KSC-PHSF' spacecraft assembly clean room during Phoenix missior
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AY218827.1 81554 14611.6 16818.2 3079.1 3982.4 42811 34428
AB325906.1 333578 998.8 29594 3813 353.2 51.0 28.3
AF247595.1 28828 14334.6 18158.8 5642.5 5645.1 3919.1 4673.1
DQ897365.1 170580 26.0 320.7 31.0 48.3 49.3 29.8
AF317629.1 44470 2172.8 56353 6774 1851 60.6 45.3
DQ364237.1 157665 1350.5 3337.8 105.6 187.7 54.8 23.4
AY493624.1 178988 22354 39705 268.6 2447 3143 91.1
AM230668.1 198952 5871.8 88728 13214 7445 1325 80.9
AJ630428.1 107978 33414 5907.0 3983 7369 2522 196.4
AF132789.1 136153 4598.3 4684.3 10794 2598 56.1 31.8
EU340175.1 237315 1052.1 8375 2874 1234 79.2 106.9
AM711529.1 268782 4159.7 6794.1 595.5 4489 85.0 44.8
GU396091.1 515321 1399 5185 66.9 156.2 89.3 71.5
AM711522.1 266459 7573.8 89744 33554 17558 3863.8 736.9
AJ133161.1 24012 10186.0 10906.6 3787.8 3987.9 47535 2205.0
DQ185207.1 148662 15085.2 19549.1 3055.6 14549 783.8 1004.7
EF568905.1 278305 11587.7 136824 264.7 767.4 81.9 39.8
AY785313.1 108357 12910.5 18450.7 4124 467.3 85.2 834
AB074504.1 80820 66224 6179.9 4357.2 47715 35989 45433
AY642569.1 150707 373.0 71289 370.7 146.8 62.4 44.8
AB093486.1 83776 11725.3 12879.1 8281 847.8 11271 5129
EU022706.1 245919 10565.0 10103.1 8314.7 6920.1 11367.3 9639.8
AF4259985.1 56651 15276.5 20609.9 18423 21584 7394 2040.9
AJ781143.1 110875 10984.9 13257.1 4022.5 3450.1 5858. 15155
AB187507.1 111394 2965 4046 650.8 409.7 59.7 30.1
EF516817.1 221130 11311.1 13892.7 2269.1 3675.6 6249.0 29635
AY218831.1 81241 63355 9252.1 12826 15547 6399 4309
AJ544082.1 105653 2855.1 34056 1173 108.1 63.7 313
AM711544.1 258214 17427.6 17105.2 3788.7 5983.8 G5359.9 68454
GU434226.1 527300 14856.0 165908.4 5645.7 46115 6456.4 5803.6
AJ293110.1 73220 1350.3 44176 380.8 1209 268.0 1455
AM711543.1 267299 17024.6 187745 2287.7 2750.7 703.4 679.2
FJ592869.1 548891 8545.2 131514 5899 14352 772.0 416.7
DQ185231.1 145091 13835.6 16177.2 6688.8 6371.1 5844.2 51526
AJ630426.1 107976 11854.7 124515 566.8 588.4 204.4 518.0
DQ532224.1 165488 11338.3 108%2.6 6184.9 7665.0 6118.2 4546.9
EU340174.1 249819 29.4 59.7 19.5 68.2 68.2 25.5
AB325536.1 318589 1419.7 19143 20919 791.2 4289 52873
DQ532230.1 166201 8071.9 73216 1809.9 71089 3534 383.7
EU009149.1 261638 4796.5 67245 3420.5 3200.1 1605.4 2572.3
F1192908.1 312572 7354 1086.1 1519.2 641.7 3165 4004
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EU009142.1 gg_id:261299 Genetic morphological Rivularia and Calothrix (Nostocales Cyanobacteria) running w
AM?230684.1 gg_id:184879 Calothrix sp. str. CAL3363

AM230681.1 gg_id:179952 Calothrix sp. str. UKK3412

GU230463.1 gg_id:551391 Multilevel approach along Rio de la Plata-South Atlantic Ocean coastal water clone £
EF150855.2 gg id:185766 Brasilonema octagenarum str. UFV-OR1

AY069954.1 gg_id:44224 Scytonema sp. str. U-3-3

DQ486055.1 gg_id:158785 Brasilonema bromeliae str. SPC 951

EF490447.1 gg id:222253 Brasilonema terrestre str. CENA 116

AJ544085.1 gg_id:106108 Symphyonemopsis sp. str. VAPOR1

AJ544084.1 gg_id:105960 Symphyonema sp. str. 1517

DQ786171.1 gg_id:253968 Fischerella sp. str. MV11

Al544078.1 gg_i1d:101565 Hapalosiphon sp. str. 804-1

DQ430999.1 gg_id:198758 Chlorogloeopsis sp. Greenland _4 4

AB093489.1 gg_id:83035 Chlorogloeopsis fritschii str. PCC 6912

AJ544080.1 gg_id:105355 Nostochopsis lobatus str. 92.1

AJ544081.1 gg_id:105509 Nostochaopsis sp. str. 89-45

AY039703.1 gg_id:70960 Fischerella sp. str. CENA19

GQ375044.1 gg_id:565214 Chroococcus sp. str. CCALA 702

EU188123.1 gg_id:340419 Uncultivated oceanic unicellular N2-fixing cyanobacteria are picoplankton unusual 7(
AB119259.1 gg_id:93641 Aphanothece sacrum

AM258981.1 gg_id:226595 Cyanobacterium stanieri PCC 7202 str. SAG 88.79

FJ358912.1 gg_id:576348 and redox-stratified sediments marine reef sandy sediment clone AQ26

AB039001.1 gg_id:29085 Synechocystis sp. str. PCC 6308

GU118753.1 gg_id:563811 Threatened Corals Provide Microbial Habitats clone Mfra_B24

AJ000710.1 gg_id:3246 Euhalothece sp. 'MPI 95AH13" str. MPI 95AH13 'MPI

AJ000709.1 gg_id:3245 Euhalothece sp. 'MPI 95AH10' str. MP1 95AH10 'MPI

AJO00708.1 gg_id:3244 Cyanothece sp. str. PCC 7418

AB067577.1 gg_id:67719 Gloeothece sp. str. KO11DG

DQ357946.1 gg_id:200320 Host specificity and phylogeography Prochlorophyte Prochloron sp. obligate symbio
EF126149.1 gg_id:175235 Polyphasic unicellular cyanobacteria Graneticolobacter lagoonensis gen. sp. nov. Mic
DQ058891.1 gg_id:160743 Halothece sp. str. PCyano42

DQ289927.1 gg_id:165105 Microbial Carbon and Nitrogen Cycling Sediments South Atlantic Bight Permeable Sk
EU249123.1 gg_id:247531 Aphanocapsa sp. str. HBC6

AJ582391.1 gg_id:106754 Rhopalodia gibba

AB039008.1 gg_id:28876 Stanieria cyanosphaera str. PCC 7437

AJ781040.1 gg_id:149911 Snowella litoralis str. 0TU37504

BA000022.2 gg_id:137040 Synechocystis sp. str. PCC 6803

GQ375043.1 gg_id:566848 Synechocystis sp. str. CCALA 700

D89033.1 gg_id:3135 Microcystis viridis str. NIES102

DQ648029.1 gg_id:163938 Microcystis viridis str. NIES-1058

U03403.1 gg_id:3136 Microcystis aeruginosa NIES-89 str. NIES89
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EU009142.1 261299 1176.9 1687.1 5214 1185 3983 47.7
AM230684.1 184875 2760.9 2801.0 198.1 1783 146.1 78.2
AM230681.1 179852 406.7 8525 3165 52.5 85.5 38.0
GU230463.1 551391 2214.0 32140 8324 14833 3555 5133
EF150855.2 185766 14786.5 18139.3 3136.9 3457.3 25214 34466
AY069954.1 44224 81.8 68.4 113.7 80.6 4614.1 83.9
DQ486055.1 158785 5200.6 8280.6 1155.1 622.2 336.8 3593
EF490447.1 222253 7186.3 9137.7 1952.2 34375 2967.8 2147.1
AJ544085.1 106108 7080.9 97527 7804 456.3 3406 52.0
AJ544084.1 105960 407.7 700.0 19.6 76.0 47.5 13.7
DQ786171.1 253968 4242.4 3508.1 371.0 289.6 20873 2420
AJ544078.1 101565 2274.7 3671.8 346 1279 523 21.0
DQ430999.1 198758 4684 9287 310.8 170.8 86.0 1416
AB093485.1 83035 43.8 76.5 29.7 76.1 64.5 30.7
AJ544080.1 105355 2364 3758 1354 160.0 1075 83.4
AJ544081.1 105509 7656.8 11512.2 3845.7 1919.2 2407.1 2047.8
AY(039703.1 70960 12.5 24.7 20.4 35.1 34.3 13.1
GQ375044.1 565214 11524.3 10881.3 4336.3 5925.6 3854.9 3983.2
EU188123.1 340419 5777.9 93187 15351 5875 4075 1944
AB119255.1 93641 3285 8352 1715 1559 2154 1694
AM258981.1 226585 33.7 56.7 66.6 80.9 86.3 27.2
FJ358912.1 576348 4353.8 6384.9 1549.3 1830.7 2542.8 28284
AB039001.1 29085 654.0 2268.2 207.6 269.8 2422 61.2
GU118753.1 563811 10643.2 12430.5 5005.4 3416.0 5571.1 5647.2
AlJ000710.1 3246 6998.7 9680.6 29019 3652.9 3268.1 2916.2
AJ000709.1 3245 31.0 146.7 32.5 37.2 51.3 213
AJ000708.1 3244 8852.9 10368.7 40559 5364.8 7422.0 6655.8
AB067577.1 67719 31227 4686.3 4974 1271 165.0 2720
DQ357946.1 200320 5730.1 5112.6 2842.8 3959.3 5320.1 4160.8
EF126145.1 175235 7595.4 76635 33313 30456 5761.6 5689.7
DQ058891.1 160743 21010.5 23416.7 8341.0 10028.5 17570.4 15343.2
D0O289927.1 165105 64.8 1754 1743 2326 56.0 18.8
EU249123.1 247531 9429.0 76424 888.6 3855 2281 203.7
AJ582391.1 106754 20105 17796 296.0 1493 65.5 38.4
AB039008.1 28876 2406.4 22444 198.7 139.5 57.0 33.2
AJ781040.1 145911 8459.1 96545 1041.0 2565 2496 2388
BAG00022.2 137040 11862.3 141615 139.7 208.7 65.0 25.4
GQ375043.1 566848 15740.7 16349.1 43145 34437 3253.6 2155.7
D89033.1 3135 23842.6 221413 7151.6 113505 8822.1 7175.3
DQ648029.1 163938 30133.8 28472.8 10132.2 83059 8666.1 9286.3
U03403.1 3136 24445.1 23038.0 9108.9 12585.0 15074.3 13668.5
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U40331.2 gg_id:3213 Microcystis sp. str. AWT139

AF139294.1 gg_id:39102 Microcystis aeruginosa str. UWQOCC 017
AB012336.1 gg_id:3134 Microcystis novacekii TAC20

AB012338.1 gg_id:3170 Microcystis ichthyoblabe TAC48

FJ595698.1 gg_id:575918 Microcystis sp. str. CHAB727

EU541974.1 gg_id:569350 Microcystis panniformis str. MCYS-OBO06
EU541970.1 gg_id:576831 Microcystis aeruginosa str. MCYS-LBO1
AJ133171.1 gg_id:71454 Microcystis aeruginosa str. PCC 7941
AJ635434.1 gg_id:142200 Microcystis ichthyoblabe str. 0BB35S01
U40340.2 gg_id:3119 Microcystis aeruginosa PCC 7941 str. PCC7941
U03402.1 gg_id:3191 Microcystis aeruginosa PCC 7806 str. PCC7806
U40333.2 gg _id:3121 Microcystis wesenbergii NIES-107 str. NIES107
EU815063.1 gg_id:311839 Microcystis aeruginosa str. NPCD-1
AB012340.1 gg_id:3171 Microcystis aeruginosa TAC170

D89032.1 gg_id:3236 Microcystis aeruginosa str. NIES98

U40338.1 gg_id:3113 Microcystis aeruginosa PCC 7005 str. PCC7005
U40332.2 gg_id:3122 Microcystis viridis NIES-102 str. NIES102

D89031.1 gg_id:3114 Microcystis aeruginosa str. NIES87

D89034.1 gg_id:3237 Microcystis wesenbergii str. NIES111

EU541973.1 gg_id:553922 Microcystis novacekii str. MCYS-CHO1
AM710389.1 gg_id:236754 Radiocystis sp. str. JJ30-3 30-3

AM710384.1 gg_id:236194 Chroococcus sp. str. JJCM Chroo-M
AB039007.1 gg_id:49254 Pleurocapsa sp. str. PCC 7327

CP001291.1 gg_id:531797 Cyanothece sp. str. PCC 7424

X78680.1 gg_id:3240 Gloeothece membranacea PCC 6501 str. PCC6501
ABVEQ1000002.1 gg_id:356043 Cyanothece sp. str. PCC 7822

X63141.1 gg_id:3253 Prochloron species

DQ357947.1 gg_id:202308 Host specificity and phylogeography Prochlorophyte Prochloron sp. obligate symbio
AY845229.1 gg id:110862 Synechocystis sp. clone 36P1

AB003166.1 gg_id:3232 Spirulina subsalsa str. M-223

AF329394.1 gg_id:56680 Spirulina subsalsa str. FACHB351

AF445678.1 gg_id:74772 travertine hot spring clone SM1D12
GQ441342.1 gg_id:565917 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
GQ441247.1 gg_id:556204 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
AF091109.1 gg_id:3233 Spirulina sp. str. P7

AJ639890.1 gg_id:141039 Spirulina major str. 0BB36518

Y18789.1 gg_id:39534 Halospirulina sp. 'MPI S3' str. MPI S3

AF448074.1 gg_id:62924 Synechococcus sp. str. UH7

DQ455751.1 gg_id:156826 Synechococcus sp. 'Salton Sea’ str. Salton Sea
AB003164.1 gg_id:3125 Oscillatoria rosea str. M-220

FJ203524.1 gg_id:305855 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata
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u40331.2 3213 25911.6 25228.6 10813.8 16642.1 20623.3 17442.6
AF139294.1 39102 25484.0 24131.4 8031.4 4501.6 4950.2 57333
AB012336.1 3134 26270.6 23817.1 5343.7 11844 1357.0 2338.2
AB012338.1 3170 28535.6 26012.5 7209.1 4467.1 5401.3 5852.1
FJ595698.1 575918 27442.6 25494.2 60209 4148.4 4858.7 4739.0
EU541974.1 569350 29344.5 27473.9 6912.1 2710.6 3317.2 3519.0
EU541970.1 576831 27340.6 25055.5 6702.0 2991.0 3172.6 3428.0
AJ133171.1 71454 27137.9 24842.2 6948.2 42849 5208.3 55137
AJ635434.1 142200 23623.6 20923.2 7544.2 4870.9 4873.6 5000.5
U40340.2 3119 25821.4 23979.8 3608.6 21593 2278.0 2864.1
U03402.1 3191 27726.0 249255 7030.2 2625.2 3929.3 4269.3
U40333.2 3121 20856.4 20564.7 2862.3 2314.2 4450.8 2957.3
EU815063.1 311839 28188.8 25611.9 7335.3 6570.9 9546.1 77304
AB012340.1 3171 28927.3 26523.9 7597.1 4765.7 5440.0 5900.8
D89032.1 3236 21667.3 19904.6 8165.1 3604. 16159 3137.0
u40338.1 3113 28080.8 25194.2 6364.5 23441 3359.6 3765.8
U40332.2 3122 29434.0 26962.6 90459 6026.1 6466.9 7435.8
D89031.1 3114 26535.9 26246.3 14426.6 15684.6 13481.1 12763.8
D89034.1 3237 26512.7 243885 4213.1 26754 2563.4 29182
EU541973.1 553922 25554.4 24413.9 12817.8 11043.5 13626.2 11678.5
AM710389.1 236754 8091.2 8088.7 1350.2 7428 668.1 393.1
AM710384.1 236194 6437.9 6764.0 2667.4 2976.7 2399.4 19955
AB039007.1 49254 900.0 758.8 37.4 62.1 73.5 29.9
CP0012591.1 531797 7507.3 6583.1 1186.3 386.5 553.6 3356
X78680.1 3240 12378.5 12740.8 3350.2 29734 1416.8 1380.6
ABVEQ1000002.1 356043 8474.4 7718.2 1194.1 898.1 955.0 764.8
X63141.1 3253 61103 6768.9 3411.2 30423 14756 1377.1
DQ357947.1 202308 2061.6 22128 7085 6969 936.0 868.6
AY845229.1 110862 6274.8 8231.0 4284  285.1 56.3 256.9
AB003166.1 3232 25.5 59.6 20.1 62.1 67.3 314
AF329394.1 56680 693 1694 40.3 52.0 68.9 34.7
AF445678.1 74772 2694.3 2059.2 93.8 1422 1183 61.4
GQ441342.1 565917 69435 7353.0 4412.2 4365.8 3494.7 22345
GQ441247.1 556204 13711.5 13123.7 12737.7 11710.2 12959.8 11462.0
AF(091109.1 3233 29498 36554 3515 3382 1505 65.3
AJ6358590.1 141035 759 1440 39.8 442 64.6 24.8
Y18789.1 39534 105924 17830 2894 256.0 621.0 78.9
AF448074.1 62924 14147.1 144427 6754.9 1306.7 30815 3894.8
DQ455751.1 156826 17614.6 17128.8 8923.9 9452.5 12589.6 11118.0
AB003164.1 3125 15699.1 17594.8 2351.1 3516.4 3849.9 32446
FJ203524.1 305855 10873.2 12378.8 45288 43515 5645.1 4796.9
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FJ202199.1 gg_id:331217 and White Plague Disease-induced Changes Caribbean Coral Montastraea faveolata k
AF132784.1 gg _id:136187 Gloeocapsa sp. str. PCC 73106

GQ340127.1 gg_id:587573 Prokaryotic Marathonas Reservoir Greece water column clone B07-41-BAC
EF429517.2 gg_id:210875 Thermophilic microbial mats tropical geothermal location display pronounced season
AY493599.1 gg id:190488 Chondrocystis sp. ANT.LH59B.1

EU409845.1 gg_id:554144 microbial fouling painted and unpainted structures outdoor concrete surfaces clone
EF522288.1 gg_id:227059 Endolithic Microbial Ecosystems Rocky Mountain endolithic sandstone clone FQSS06:
GQ129887.1 gg_id:427017 Genetic inventory 'JPL-SAF' during MSL mission spacecraft assembly clean room floc
FJ595625.1 gg_id:536201 rock Black Canyon New Mexico: and Geochemistry varnish covered rocks clone V22
DQ471449.1 gg_id:159374 unicellular thermophilic cyanobacterium tBTRCCn 23

EU134272.1 gg_id:250650 tallgrass prarie soil clone FFCH11821

AJ344553.1 gg id:34564 Chroococcidiopsis sp. BB82.3 str. SAG 2024 BB82.3

DQ471448.1 gg_id:159142 unicellular thermophilic cyanobacterium tBTRCCn 28

DQ914865.2 gg id:172573 Chroococcidiopsis sp. str. CC3

DQ532182.1 gg id:167334 Geographical Variation Microbial Burden and Spacecraft Assembly Johnson Space Ce
EF032781.1 gg_id:182352 cyanobacterial mat in lava cave clone HAVOmat11

AJ344555.1 gg_id:35765 Chroococcidiopsis sp. BB96.1 str. SAG 2026 BB96.1

FJ595626.1 gg_id:560231 rock Black Canyon New Mexico: and Geochemistry varnish covered rocks clone V23
EF522222.1 gg_id:224846 Endolithic Microbial Ecosystems Rocky Mountain endolithic sandstone clone FQSS00:
FJ890996.1 gg_id:540977 Hypolithic structure hyperaird core Atacama Desert quartz clone AY1 7

AM746687.1 gg_id:241102 etiology rosy discoloration ancient wall paintings rosy-discoloured mural clone A9
GQ009385.1 gg_id:500280 Topographical and Temporal Human Skin Microbiome skin interdigital web space clc
GQ214113.1 gg_id:583323 China loess clone P913

DQ914863.2 gg_id:166256 Chroococcidiopsis sp. str. CC1

GQ092934.1 gg_id:429375 Topographical and Temporal Human Skin Microbiome skin elbow clone nbw407a02¢
GQ087815.1 gg_id:386885 Topographical and Temporal Human Skin Microbiome skin buttock clone nbw359a0!
AB177177.1 gg_id:129771 seafloor methane hydrate clone ODP1230B22.23

GQ002512.1 gg_id:507150 Topographical and Temporal Human Skin Microbiome skin popliteal fossa clone nbu
DQ451473.1 gg_id:156813 forest soil clone FAC34

X78681.1 gg_id:3207 Pleurocapsa sp. PCC 7516 str. PCC7516

AB039009.1 gg_id:46080 Stanieria sp. str. PCC 7301

AJ344556.1 gg_id:24838 Chroococcidiopsis sp. str. CCMP1489

AJ344557.1 gg_id:24455 Chroococcidiopsis sp. str. PCC 6712

AJ344562.1 gg_id:45178 Myxosarcina sp. str. SAG 30.84; PCC 7325

FJ358911.1 gg_id:534175 and redox-stratified sediments marine reef sandy sediment clone 5078

EF208682.1 gg_id:200249 Vertical and horizontal structure microbial sandy carbonate sediment clone Cl5cm.B]
AB115964.1 gg_id:244883 Crinalium epipsammum str. SAG 22.89

FJ356670.1 gg_id:535815 Lyngbya majuscula str. PNG6-221

GQ231522.1 gg_id:587135 Lyngbya majuscula str. PAL-8-17-08-2

FJ147301.1 gg_id:324649 Lyngbya polychroa str. PNG6-68 B

FJ147304.1 gg_id:343887 Lyngbya polychroa str. PNG6-45
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FJ202199.1 331217 73.2 87.4 24.4 46.7 100.3 40.6
AF132784.1 136187 4136 8363 106.6 102.6 92.4 84.1
GQ340127.1 587573 3113.2 4864.1 22103 786.6 2137.0 2514.3
EF429517.2 210875 4232.8 31433 1233 81.3 55.2 25.2
AY493599.1 190488 14847.7 14030.1 525.7 5634 230.2 55893
EU409845.1 554144 4140.8 7011.1 1364.6 10954 5284 383.0
EF522288.1 227059 9803.1 10808.2 4440.6 38769 5637.7 55559
GQ129887.1 427017 11613.4 13849.1 3666.8 7794.9 5707.1 59325
FJ595625.1 536201 11181.3 10350.0 4725.0 5982.0 10176.9 9322.0
DQ471449.1 159374 14037.8 14316.2 4257.6 11613.8 12796.6 11351.4
EU134272.1 250650 13737.0 15964.4 7380.6 10207.9 14488.7 12304.6
AJ344553.1 34564 121.0 2815 158.7 1186 69.3 35.1
DQ471448.1 159142 7983.3 87317 31559 38511 2952 3829
D0914865.2 172573 704.6 1057.0 210.2 1173 1203 38.3
DQ532182.1 167334 4199.8 8913.0 1233.8 12404 3527 226.4
EF032781.1 182352 33.9 65.9 52.7 84.4 86.5 42.5
AJ344555.1 35765 85.2 166.7 4514 4149 1344 67.7
FJ595626.1 560231 22594.5 21913.1 5162.6 5937.6 7530.2 7268.2
EF522222.1 224846 11765.5 10878.7 1194.6 2126.2 2236.1 1661.8
F1890996.1 540977 3043.0 5846.1 1896.5 1672.0 2621.5 74.5
AM746687.1 241102 10500.4 10175.6 6513.6 6200.0 5367.5 2425.1
GQ009385.1 500280 8067.9 10073.4 2300.8 5270.5 8005.1 52727
GQ214113.1 583323 10974.8 11319.4 35199 9436 33173 11285
DQ914863.2 166256 62.9 126.2 57.6 66.1 75.7 38.0
GQ092934.1 429375 10514 2358.7 12195 438.1 13225 65.7
GQ087815.1 386885 7706.3 10727.3 4750.2 3250.6 9589.7 5159.7
AB177177.1 129771 4708.4 5700.1 2704.3 2602.5 1007.8 1311.1
GQ002512.1 507150 26719 3173.1 5358 810.2 1228.2 6610
DQ451473.1 156813 5557.2 67427 2292.1 37039 1221.2 1898.2
X78681.1 3207 12441 1579.2 8321 4281 1461.8 1081.2
AB039005.1 46080 21935 4227.2 1362.0 2105.8 5127.1 2502.7
AJ344556.1 24838 1153 2523 25.7 68.4 64.1 26.0
AJ344557.1 24455 1312.3 1039.0 80.3 1547 83.1 56.9
AJ344562.1 45178 13395.1 117194 4780 1213 68.0 40.8
FJ358911.1 534175 2146.4 27529 17823 2789.2 2480.9 1298.1
EF208682.1 200245 1577.5 1008.6 1061.6 1940.7 24453 680.5
AB115964.1 244883 8040.7 93304 5832.1 55374 53623 5765.7
FJ356670.1 535815 78749 9178.8 12444 1609.8 1467.2 625.1
GQ231522.1 587135 62%4.1 74979 1128.1 12228 517.8 2185
FJ147301.1 324649 19669.0 18166.2 8696.8 11396.5 14099.7 12192.7
F1147304.1 343887 6639.1 7016.0 2493.8 3035.0 2063.3 3374.7
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FJ151518.1 gg id:303695 Lyngbya bouillonii str. PNG7-63

GU111927.1 gg_id:557049 Lyngbya bouillonii str. PAL0O8-16

GU182894.1 gg_id:563032 Lyngbya bouillonii str. PAL08-16

FJ151528.1 gg id:332922 Lyngbya bouillonii str. PNG7-29.1

EU315909.1 gg_id:248466 Lyngbya majuscula str. 3L

FJ151521.1 gg_id:353441 Lyngbya majuscula str. JHB

FJ151527.1 gg_id:344676 Lyngbya majuscula str. 3L B

FJ147302.1 gg_id:343319 Lyngbya bouillonii str. PNG6-41

AB298443.1 gg_id:206639 Oscillatoria kawamurae str. icclb20060001

AY672723.1 gg_id:108994 Arthrospira fusiformis str. AICB 669

EF432315.1 gg id:271081 Arthrospira platensis str. Sp-12

DQ393279.1 gg _id:153397 Arthrospira platensis str. NIES 39

EF564663.1 gg_id:224023 Arthrospira maxima str. FACHB438

EF222475.1 gg_id:207971 Arthrospira platensis str. CG590

DQ279773.1 gg_id:144559 Spirulina platensis str. Sp-4

EF432311.1 gg_id:258261 Arthrospira platensis str. Sp-4

AY575933.1 gg_id:106421 Phormidium cf. terebriformis str. AB2002/07

DQ393280.1 gg_id:152513 Arthrospira platensis str. UTEX 2340

EF432317.1 gg_id:262022 Arthrospira platensis str. Sp-15

DQ279769.1 gg id:141269 Spirulina platensis str. Sp-9

EF432319.1 gg _id:265464 Arthrospira platensis str. Sp-17

EF154084.1 gg_id:241791 Geitlerinema sp. str. W-1

AF132780.1 gg_id:136142 Geitlerinema sp. str. PCC 7105

EU244875.1 gg_id:247111 Oscillatoria nigroviridis str. 3LOSC

EU249124.1 gg_id:252166 Hydrocoleum lyngbya subsp. str. HBC7

AF132933.1 gg id:74791 Oscillatoria sancta str. PCC 7515

GQ441298.1 gg_id:560803 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
EF654042.1 gg_id:279562 Microcoleus chthonoplastes SA18

EF654034.1 gg_id:278990 Microcoleus chthonoplastes GNP5

EF654062.1 gg_id:278966 Microcoleus vaginatus CJI-U2-KK1

EF580970.1 gg_id:279122 Survey Microbial Freshwater Calcareous Mats freshwater calcareous mat clone CM1:
DQ493874.1 gg id:159802 Phormidium autumnale str. Ant-Ph68

F1866615.1 gg id:567709 submerged sinkhole ecosystems sediment clone AM-20-10

AF218373.1 gg_id:51024 Phormidium subfuscum str. UTCC474

DQ181701.1 gg_id:163111 Biogeographical and ecological ranges benthic cyanobacteria East Antarctic lakes mi
DQ493873.2 gg_id:160601 Phormidium autumnale str. Arct-Ph5

F1866616.1 gg_id:587732 submerged sinkhole ecosystems sediment clone TS-36-39

F1866617.1 gg_id:509463 submerged sinkhole ecosystems sediment clone AM-20-36

GQ131852.1 gg_id:373820 Oscillatoria sp. str. Ck2

FJ516843.1 gg_id:533121 semiarid 'Tablas de Daimiel National Park' wetland (Central Spain) unravelled lower si
DQ917838.1 gg_id:224272 Microbial profiles bleached and wild-type Muricea elongata Oscillatoria clone BME1
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FJ151518.1 303695 8790.0 8529.1 1784.1 18374 19024 1068.6
GU111927.1 557049 9766.4 8993.5 1351.1 8223 1701.3 10879
GU182894.1 563032 7666.4 9196.0 14854 1408.0 1578.7 1084.1
FJ151528.1 332922 9069.8 8350.8 1866.8 1388.9 2558.5 18545
EU315909.1 248466 12824.4 13241.2 3509.0 39919 4850.9 2950.8
FJ151521.1 353441 73713 6808.2 2677.3 3531.0 4004.7 3846.7
FJ151527.1 344676 7242.8 8808.2 15523 1610.8 1414.9 1464.7
FJ147302.1 343319 9561.9 87185 22134 25586 2499.8 1748.1
AB298443.1 206638 4516.9 3235.7 814 1279 66.9 39.4
AY672723.1 108994 2704.8 44423 3927 2528 539.1 3026
EF432315.1 271081 13074.4 12245.2 12850.6 9044.3 6726.3 85024
DQ393279.1 153397 7371.8 85346 3934.7 4063.1 3768.1 3340.6
EF564663.1 224023 6486.9 7738.1 3978.6 35713 56053 4745.1
EF222475.1 207971 15435.0 13015.2 9108.9 6108.8 6420.6 6742.0
DQ279773.1 144555 14799.6 15506.0 6536.3 5854.8 80854 7616.1
EF432311.1 258261 6318.3 69225 2559.3 2350.5 2983.2 28296
AY575933.1 106421 46014 6161.3 1546.4 1735.7 1384.8 1717.6
DQ393280.1 152513 15378.5 15152.4 11631.8 9781.1 12455.1 11857.7
EF432317.1 262022 4819.9 5503.1 2648.2 2340.6 2977.7 33340
DQ279765.1 141265 10888.3 119125 4514.8 48334 5060.8 4437.1
EF432315.1 265464 14576.1 16300.6 10574.7 9908.0 11446.0 10965.6
EF154084.1 241791 8775.5 8881.0 5367.8 5477.0 60721 4843.1
AF132780.1 136142 8120.3 8040.2 2312.0 1855.1 4647.6 2201.7
EU244875.1 247111 14924.2 13209.8 3342.2 43221 4816.1 7025.0
EU249124.1 252166 65324 79703 838.8 570.8 584.0 466.3
AF132933.1 74791 15540.7 15804.4 2988.9 3127.2 5217.8 31019
GQ4412588.1 560803 11500.2 11317.5 30%4.2 1377.3 11426 1527.0
EF654042.1 279562 589.7 8279 66.1 110.3 58.8 40.3
EF654034.1 278990  586.7 1024.9 64.0 85.1 51.9 36.5
EF654062.1 278966 1364.2 1940.2 4692.7 300.2 9954.7 656.1
EF580970.1 279122 3230.6 34889 2860.2 25229 5359.8 5035.7
DQ493874.1 159802 7231.0 9212.2 3433.8 3818.5 5082.2 3608.0
FJ866615.1 567709 11161.3 10059.0 1080.1 589.8 1725 505.6
AF218373.1 51024 7509.5 83533 28414 3674.7 57825 47397
DQ181701.1 163111 4265.8 81384 1304.3 12159 3379.0 3407.2
DQ493873.2 160601 9592.2 103%4.4 3068.6 3752.6 5828.2 4638.4
F1866616.1 587732 15140.2 15620.8 8301.6 6296.8 6641.8 6873.1
F1866617.1 509463 15148.7 18412.1 35159.7 6905.3 10062.5 8601.3
GQ131852.1 373820 2775 6267 1440 1764 534 15.3
FJ516843.1 533121 7269.4 7275.8 41341 4083.2 54525 50711
D(OS17838.1 224272 6095.3 7644.1 1694.8 12787.7 3875.2 12936.8
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X84812.1 gg_id:3206 Oscillatoria corallinae str. CJ1 SAG8.92

FJ210722.2 gg_id:585449 Pseudoscillatoria coralii str. BgP10_4S

GQ441317.1 gg_id:582612 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
GQ441277.1 gg_id:564213 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
AY493626.1 gg_id:176055 Phormidium murrayi ANT.PENDANT.1

DQ129355.1 gg _id:137925 microarray level air two cities Texas urban aerosol clone AKIW1097

EF654090.1 gg_id:278136 Microcoleus paludosus str. SAG 1449-1a

AJ630647.1 gg_id:99755 Oscillatoriales cyanobacterium str. UVFP3

AB003167.1 gg_id:3094 Phormidium ambiguum str. M-71

EF516628.1 gg _id:225760 grassland soil clone FCPP724

GQO055321.1 gg_id:443892 Topographical and Temporal Human Skin Microbiome skin occiput clone nbw1113g(
AY493600.1 gg_id:194616 Phormidium pseudopristleyi ANT.ACEV5.3

EF654029.1 gg_id:278185 Microcoleus sp. DA

EF654061.1 gg_id:278544 Pseudanabaenaceae cyanobacterium ANP1-KK1

GQ397065.1 gg_id:539845 Functional unvegetated perhumid recently-deglaciated soils do not correlate shifis ¢
FJ230826.1 gg_id:323974 Microclimate and limits photosynthesis cyanobacteria Northern Australia hypolithic s
GQO055495.1 gg_id:415943 Topographical and Temporal Human Skin Microbiome skin occiput clone nbw1116¢(
EF654086.1 gg_id:279188 Phormidium uncinatum str. SAG 81.79

AB045964.1 gg_id:58435 Planktothricoides raciborskii str. OR1-1

AJ548503.1 gg_id:82269 Phormidium sp. ETS-05

AB045962.1 gg_id:58436 Planktothricoides raciborskii str. NSLA3

FJ184409.1 gg_id:580239 Planktothrix agardhii str. HAB645

AB074507.1 gg_id:80934 Planktothrix agardhii str. IAM M-244

FJ184392.1 gg _id:509807 Planktothrix mougeotii str. HAB0O2

AB045966.1 gg_id:55562 Planktothrix pseudagardhii str. T19-6'-8

AB045965.1 gg_id:56026 Planktothrix pseudagardhii str. T19-6'-6

FJ184441.1 gg id:544314 Planktothrix pseudagardhii str. HAB417

AB045939.1 gg_id:58457 Planktothrix agardhii str. NIVA CYA 59

AJ630646.1 gg_id:112426 Planktothrix sp. UVFP1

FJ184390.1 gg_id:542883 Planktothrix pseudagardhii str. HAB414

GQ351566.1 gg_id:560624 Planktothrix sp. str. PCC 9214

AB045943.1 gg_id:55281 Planktothrix agardhii str. NIVA CYA 68

CP000117.1 gg_id:138904 Anabaena variabilis str. ATCC 29413

AB039021.1 gg_id:36962 Symploca atlantica str. PCC 8002

AY032932.1 gg_id:45181 Symploca sp. str. VP642a

GU118223.1 gg_id:577015 Threatened Corals Provide Microbial Habitats clone Dstr_ K13

EU249122.1 gg id:239727 Symploca sp. str. HBCS

AABKO04000002.1 gg_id:137926 Trichodesmium erythraeum str. IMS101

AF091322.1 gg_id:3050 Trichodesmium hildebrandtii str. puff

AF013028.1 gg_id:3054 Trichodesmium contortum

AF013029.1 gg_id:3053 Trichodesmium tenue
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X84812.1 3206 45814 4717.8 3127.3 1500.1 2784.0 21815
F1210722.2 585449 116.1  280.0 39.9 1293 72.6 32.7
GQ441317.1 582612 15858.3 17753.1 7881.2 10626.4 10416.8 9775.6
GQ441277.1 564213 19154.1 21402.6 10598.1 10522.1 14004.9 13085.3
AY493626.1 176055 10984 864.6 4104 10184 60.4 92.6
DQ129355.1 137925 25455 21185 48.4 164.9 50.0 33.0
EF654090.1 278136 19523.1 19808.1 3312.7 54445 3261.6 3860.3
Ale30647.1 99755 149.0  269.8 69.6 86.8 82.6 39.4
AB003167.1 3094 2588 2382 33.2 66.8 74.4 27.3
EF516628.1 225760 71.6 1886 29.7 2229 88.6 66.3
GQO055321.1 443892 8980.2 11919.4 2659.3 2264.3 3522.2 1854.0
AY493600.1 194616 2139.3 24257 805.8 873.8 1683.6 14925
EF654025.1 278185 19113.8 20088.8 3006.5 36774 1392.8 2979.0
EF654061.1 278544 3108.5 3833.2 360.1 4011 3744 5934
GQ357065.1 539845 6277.5 7759.5 5433.8 23765 39924 37921
FJ230826.1 323974 9974.2 115144 3954.2 2330.7 5578.0 38414
GQO055495.1 415543 13916.0 15574.0 6418.2 8449.8 10201.3 8895.1
EF654086.1 279188 8211.3 96822 2870.5 13329 1893.9 16535
AB045964.1 58435 186.0 484.2 1968 1669 162.0 75.1
Al548503.1 82269 14474 1529.8 155.2 403.7 10209 198.0
AB045962.1 58436 459.8 800.2 4239 2415 160.6 1353
FJ184409.1 580239 10465.7 14273.2 5979.3 4469.2 3657.7 2927.7
AB074507.1 80934 6876.7 11456.5 4279.8 3746.1 4736.2 34482
FJ184392.1 509807 1514.8 5862.4 9346 6544 12773 4375
AB045966.1 55562 8484.4 11152.0 1981.2 1885.3 1885.0 11188
AB045965.1 56026 5775.8 8116.9 2302.2 17413 62116 1039.0
FJ184441.1 544314 11825.7 14313.9 6317.6 4840.2 5796.2 31915
AB045935.1 58457 6375.6 11464.7 2931.3 4084.4 2370.2 2385.2
AJ630646.1 112426 14049.8 19053.5 7122.2 5868.4 4905.8 4410.6
FJ184390.1 542883 5255.0 8301.7 5043.6 28393 3256.3 2568.7
GQ351566.1 560624 19621.9 19984.3 6969.8 7004.4 5381.0 43134
AB045943.1 55281 8278.7 12477.4 4581.6 3749.1 3638.3 28018
CP000117.1 138504 27991.3 30511.5 16685.0 17450.7 14509.4 13774.0
AB039021.1 36962 4012.8 48364 778.7 700.1 1898.0 1222.2
AY(032932.1 45181 2563.3 6725.8 25286 1778.5 2200.6 1735.8
GU118223.1 577015 11028.1 13501.2 41598.2 6270.6 5086.7 4653.9
EU249122.1 239727 16275.0 15056.9 5053.3 3948.0 3493.8 3133.2
AABKO4000002.1 137926 11704.0 10895.3 2733.6 3156.6 1621.4 382159
AF091322.1 3050 12813.7 11952.8 3827.3 26259.3 3542.3 40155
AF013028.1 3054 10437.7 10184.1 2024.5 1875.5 2956.0 1966.0
AF013029.1 3053 13633.8 12266.1 3237.1 2283.8 1170.3 1297.0
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FJ902622.1 gg_id:513156 phreatic limestone sinkholes northeastern Mexico biofilm 1m deep hydrothermal ver
EF654044.1 gg id:278461 Oscillatoriales cyanobacterium 'Schier' Schier

DQ446127.2 gg_id:163072 Surface Mucopolysaccharide Layer and Band Microbial Mat Black Band-Diseased Sid
FM995184.1 gg_id:574890 digestive gland QX infected and naive Sydney rock oysters Saccostrea glomerata cyz
AY599507.1 gg_id:107506 Lyngbya cf. confervoides VP0401

AB039013.1 gg_id:40937 Lyngbya aestuarii str. PCC 7419

FM242281.1 gg_id:307381 sequences sediment clone 56 TGh-oil

FJ484881.1 gg id:513919 microbial autonomous rover world's deepest phreatic sinkhole wall biomat El Zacator
AY423710.1 gg_id:103589 Geitlerinema carotinosum str. AICB 37

EU445293.1 gg id:263124 Schizothrix sp. str. PNG5-22

F1891017.1 gg_id:509617 Hypolithic structure hyperaird core Atacama Desert quartz clone AY5 6

EF032788.1 gg_id:193533 cyanobacterial mat in lava cave clone HAVOmat46

FJ230829.1 gg_id:355265 Microclimate and limits photosynthesis cyanobacteria Northern Australia hypolithic s
FJ595531.1 gg_id:558201 rock Black Canyon New Mexico: and Geochemistry rocks no varnish clone NV43 2f1
DQ847441.1 gg id:167052 human forearm skin clone GL2-53

GQ094019.1 gg_id:442222 Topographical and Temporal Human Skin Microbiome skin toe web space clone nbw
AJ583205.1 gg_id:94666 radioactive site ground water clone $15D-MN45

AB487357.1 gg_id:592973 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSNIRO!
AY921818.1 gg_id:112746 farm soil clone AKYG461

EU276547.1 gg_id:368210 -DGGE and Approaches Analyze Effect Agricultural Practices on Soil agricultural soil ¢
EF516816.1 gg_id:224477 grassland soil clone FCPUB49

AY853673.1 gg_id:110474 napthalene-contaminated soil clone 30

AB115966.1 gg_id:239741 Arthronema africanum str. SAG 12.89

GQ848192.1 gg_id:579823 Leptolyngbya sp. str. BN43

AB115963.1 gg_id:252241 Phormidium persicinum str. SAG 80.79

EU196364.1 gg_id:369012 filamentous cyanobacterium str. FLK9

DQ786167.1 gg_id:257398 filamentous cyanobacterium str. LLi71

AF320093.1 gg_id:49604 Halomicronema excentricum str. TFEP1

GU118716.1 gg_id:582814 Threatened Corals Provide Microbial Habitats clone Mfra_D07

AY493607.1 gg_id:196605 Leptolyngbya antarctica ANT.LH18.1

AY493612.1 gg_id:199630 Leptolyngbya frigida ANT.LH52B.3

AY493590.1 gg_id:188868 Leptolyngbya antarctica ANT.FIRELIGHT.1

AJ133106.1 gg_id:38561 Oscillatoria sp

DQ181680.1 gg_id:172516 Biogeographical and ecological ranges benthic cyanobacteria East Antarctic lakes mi
EU022730.1 gg_id:240402 Calothrix sp. KVSF5

EU255703.1 gg_id:568166 serpentinized spring water freshwater mesophilic microbial mat clone Mat-CYANO-S
AY493583.1 gg id:177850 Pseudophormidium sp. ANT.PROGRESS2.2

AY493574.1 gg_id:184548 Leptolyngbya frigida ANT.LH70.1

GU213189.1 gg_id:592401 Aerobic Heterotrophic and Their Role Polyhydroxyalkanoate Dynamics Microbial Ma
GU118858.1 gg_id:548460 Threatened Corals Provide Microbial Habitats clone Mfra_H11

DQ889899.1 gg id:166453 natural product producing octocoral Erythropodium caribaeorum cyanobacterium cl
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FJ902622.1 513156 12778.8 12138.0 16634 8793 5436 8995
EF654044.1 278461 1744.1 18684  209.0 58.6 65.6 27.3
DQ446127.2 163072 2134 4731 453.8 263.8 1853 263.1
FM995184.1 574890 2755.0 44431 18634 9695 897.8 1709.3
AY599507.1 107506  500.0 802.8 2227 196.7 272.6 150.9
AB035013.1 40937 6787.3 58%4.3 14505 396.3 13134 17464
FM242281.1 307381 15873.0 15236.5 6781.7 66749 3089.2 43885
Fl484881.1 513919 2262.9 32075 11849 2012.6 2557.3 28173
AY423710.1 103585 1602.7 18323 397.8 1203 83.5 758.9
EU445293.1 263124 6831.8 81464 31734 19149 12931 41064
F1891017.1 509617 33405 47704 2107.6 1981.3 3106.7 3823.2
EF032788.1 193533 520.3 3983.1 14.4 47.6 45.5 13.8
FJ230829.1 355265 15041.3 13794.8 2877.3 34105 3927.7 42231
FJ595531.1 558201 11636.9 10341.1 2883.3 4367.2 2532.6 3600.3
DQ847441.1 167052 7847.0 7938.8 4050.4 5651.2 44546 5583.0
GQ094015.1 442222 12361.1 12942.7 3958.1 71255 8642.6 6273.8
AJ583205.1 94666 33.6 63.4 35473 68.6  121.7 65.7
AB487357.1 582973 12885.4 14685.5 10468.4 8954.3 10945.1 11105.6
AY921818.1 112746 43.8 56.3 7719 80.7 390.6 448.1
EU276547.1 368210 4316.5 6043.8 39149 31299 3151.2 3406.0
EF516816.1 224477 1163.4 848.0 230.1 1487 83.0 110.7
AY853673.1 110474 758 1683 1594  152.8 85.1 54.8
AB115966.1 239741 1936.0 1696.3 5481 19811 3421 161.2
GQ848152.1 579823 967.1 18215 20453 880.8 1820.2 1653.1
AB115963.1 252241  290.8 2804 3825 2137 6826 170.1
EU196364.1 369012 6301.7 60589 1497.6 1538.6 2090.6 502.0
DQ786167.1 257398 4504.5 59444 21202 138658 6379 856.8
AF320093.1 49604 411 1258 451 1287 69.0 31.9
GU118716.1 582814 11595.0 17417.8 5509.9 5498.6 7006.6 5961.7
AY493607.1 196605 2136.2 32813 1499.0 1864.2 1819.3 2215.2
AY493612.1 199630 4667.8 3977.2 2913 254.0 264.2 78.4
AY493590.1 188868 21.4 2997 160.1 63.4 64.5 21.1
AJ133106.1 38561 95405.1 5683.6 8013 920.6 62.6 52.6
DQ181680.1 172516 30.1 38.7 19.2 34.9 62.9 213
EU022730.1 240402 4628.9 4070.6 664.0 3817 799.7 3418
EU255703.1 568166 12170.1 13772.7 9415.8 9642.2 11623.7 11482.6
AY493583.1 177850  257.5 31259 53.6 87.2 67.1 73.7
AY493574.1 184548 1284.0 13426 211.0 1339 1254 2453
GU213189.1 592401 19623.1 20244.7 10407.3 10926.2 10252.1 12040.8
GU118858.1 548460 4955.1 6132.0 1407.6 1063.1 634.1 1036.3
D(Q889899.1 166453 377.3 1002.0 109.2 171.0 733  129.2
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DQ154840.1 gg_id:138754 Diel Migration Restructures Hypersaline Microbial Mat hypersaline microbial mat cle
FM210757.1 gg_id:577524 Leptolyngbya laminosa str. ETS-08

DQ330753.1 gg_id:159517 Guerrero Negro hypersaline microbial mat clone 02D2220

EF088337.1 gg_id:195665 Leptolyngbya sp. str. CENA 112

DQA471447.1 gg_id:159383 filamentous thermophilic cyanobacterium tBTRCCn 407

AY493584.1 gg id:196348 Leptolyngbya sp. ANT.LH52.1

AB015062.1 gg_id:3259 Synechococcus sp. str. PCC7335

EF654069.1 gg_id:278727 Pseudanabaenaceae cyanobacterium HTT-U-KK3

FJ612380.1 gg id:575713 and Biogeochemistry Dongping Lake Ecosystems lake water clone DP10.3.27
EU753637.1 gg_id:345628 modern freshwater stromatolites Ruidera Pools Natural Park Spain dry stromatolite
FJ790644.1 gg_id:558034 Hypolithic microbial niches -altitude arid quartz Tibet desert clone QB96

GQ441289.1 gg_id:593272 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
AY493620.1 gg_id:177378 Phormidium pristleyi ANT.PROGRESS2.5

GQ441350.1 gg_id:549739 and dynamic mat present vs. active nitrogen-fixing microorganisms marine microbia
FJ790618.1 gg_id:554341 Hypolithic microbial niches -altitude arid quartz Tibet desert clone QB46

AY493575.1 gg id:188968 Leptolyngbya frigida ANT.LH52.2

X84808.1 gg_id:3280 Leptolyngbya foveolarum str. Komarek 1964/112

DQ471446.1 gg_id:159427 filamentous thermophilic cyanobacterium tBTRCCn 408

EF088339.1 gg id:194171 Leptolyngbya sp. str. CENA 103

EF522259.1 gg id:223924 Endolithic Microbial Ecosystems Rocky Mountain endolithic sandstone clone FQSS03!
DQ181679.1 gg_id:169750 Biogeographical and ecological ranges benthic cyanobacteria East Antarctic lakes mi
AB003168.1 gg_id:3288 Oscillatoria neglecta str. M-82

DQ471445.1 gg_id:159246 filamentous thermophilic cyanobacterium tBTRCCn 302

X84809.1 gg_id:3265 Leptolyngbya sp. 'VRUC 1985/1" str. VRUC 135 Albertano 1985/1

EU753636.1 gg_id:348181 modern freshwater stromatolites Ruidera Pools Natural Park Spain dry stromatolite «
FJ230796.1 gg_id:353695 Microclimate and limits photosynthesis cyanobacteria Northern Australia hypolithic s
AY493588.1 gg_id:193060 Leptolyngbya antarctica ANT.ACE.1

AJ505942.1 gg_id:99196 Limnothrix redekei str. 165a

GQ848190.1 gg_id:586119 Limnothrix sp. str. B15

AF132792.1 gg_id:3301 Prochlorothrix hollandica

FJ612359.1 gg_id:567936 and Biogeochemistry Dongping Lake Ecosystems lake water clone DP10.2.87
DQ450184.1 gg_id:151457 (Uruguay) Atlantic coastal lagoon clone R1C7

AJ007864.1 gg_id:3304 cyanobacterium clone LD7

AY493581.1 gg_id:184822 Phormidium pristleyi ANT.LH66.1

AY493582.1 gg id:187739 Phormidium pristleyi ANT.LH61.2

EU340169.1 gg_id:241071 on Aquatic Macrophytes Geothermally Active Area Sedge Bay Yellowstone Lake WY .
AM709633.1 gg_id:218516 Pseudanabaena sp. str. PCC 7367

DQ181740.1 gg_id:170530 Biogeographical and ecological ranges benthic cyanobacteria East Antarctic lakes mi
EU196365.1 gg_id:359531 filamentous cyanobacterium str. 72-1

EF126240.1 gg_id:274997 Phototrophic microbial build laminated Fe-formations on Sulawesi Indonesia mesoph
AF445691.1 gg_id:28685 travertine hot spring clone SM1F09
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DQ154840.1 138754 7803.7 7103.0 2550.2 27409 2545.2 2340.6
FM210757.1 577524 52739 4662.2 6288 3317 4022 3110
DQ330753.1 159517 2076.3 2227.8 220.0 713.7 10654 2774.4
EF088337.1 195665 393.7 2118 6754 1760.7 827 116.7
DQ471447.1 159383 24305 25034 1184 3336 109.0 1111
AY493584.1 196348 3165.3 3508.2 1529.0 11732 784.1 408.2
AB015062.1 3259 2783.8 2604.3 1468.2 2257.8 23256 1303.0
EF654065.1 278727 6780.5 66024 5766.3 55921 5301.1 58595.2
FJ612380.1 575713 9103.6 9625.7 4332.8 4523.0 23833 29854
EU753637.1 345628 6648.8 8079.7 3365.6 2069.1 2803.5 3436.0
F1790644.1 558034 169059.6 14515.1 14789 1350.0 1604.8 1582.2
GQ441289.1 583272 7663.6 6089.7 6078.1 44313 2571.1 25174
AY493620.1 177378 8878.5 103823 49254 62415 7666.5 43457
GQ441350.1 549739 10190.4 9304.4 75619 8503.0 3746.6 3798.2
FJ790618.1 554341 25148.3 27180.5 14514.0 16864.0 15979.0 15534.7
AY493575.1 188968 482.6 48938 48.9 543 72.5 33.0
X84808.1 3280 2321.2 32883 3249 2479 4275 1827
DQ471446.1 158427 1155.6 2756.0 521.8 S866.3 633.9 552.2
EF088335.1 194171 99.7 156.7 3865 1313 2018 43.2
EF522255.1 223924  108.3  289.8 84.8 853 93.2 52.5
DQ181679.1 169750 4285.2 37316 203.2 2440 2164 304.0
AB003168.1 3288 1765.8 1750.8 1729.1 1954.8 116.8 3654
DQ471445.1 159246 17.0 64.4 20.2 45.1 65.8 28.0
X84809.1 3265 4585 5695 1223 2815 61.7 43.0
EU753636.1 348181 10323.7 119219 15457 41053 1962.6 2119.6
FJ230796.1 353695 7909.2 77784 2371.0 16515 3618.8 7195
AY453588.1 193060 2530.8 3143.2 1062.3 1173.0 956.2 1335.7
AJ505942.1 99196 1062.2 1656.7 819 1124 78.1 24.8
GQ848190.1 586119 48349 5003.8 2026.1 2014.0 2868.7 2940.1
AF132792.1 3301 2725.0 3165.7 1262.2 5482 301.8 4544
FJ612359.1 567936 12653.8 133235 2355.7 70421 9402.6 5595.3
DQ450184.1 151457 63.2 1179 19.7 72.0 72.3 40.8
AJ007864.1 3304 77659 5728.0 2376.7 46015 5479.0 4115
AY493581.1 184822 5760.6 5036.2 633.5 19373 2059.5 2571.7
AY493582.1 187739 69.3 370.7 3934 103.3 1096 22.8
EU3401659.1 241071 2525.7 11005 2958 84.9 71.0 26.7
AM709633.1 218516 3007.5 4137.0 10443 607.2 1184.6 11393
DQ181740.1 170530 58.6 66.9 217.3 58.8 70.3 27.4
EU196365.1 359531 12686.0 14804.4 6872.1 94655 8994.2 91275
EF126240.1 274997 57019 53781 6132 7885 12928 1691.0
AF445691.1 28685 174.3 4369 16591.2 175.1 85.7 70.4
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AB003165.1 gg_id:3386 Phormidium mucicola str. M-221

AM259268.1 gg_id:180764 Pseudanabaena sp. str. 0tu30s18

AB039016.1 gg_id:16700 Pseudanabaena sp. str. PCC 6802

GU117964.1 gg_id:563947 Threatened Corals Provide Microbial Habitats clone Acer_M19

EF032779.1 gg_id:189054 cyanobacterial mat in lava cave clone HAVOmat08

AJ630648.1 gg_1d:99912 Oscillatoriales cyanobacterium str. UVFP2

FJ444635.1 gg_id:567570 Cotton Rhizosphere cotton rhizosphere clone 2h-1

EU255708.1 gg_id:559534 serpentinized spring water freshwater mesophilic microbial mat clone Mat-CYANQO-S
AY493984.1 gg id:136196 Fingerprinting aggregates soil clone 349

GU118152.1 gg_id:577676 Threatened Corals Provide Microbial Habitats clone Dstr_B02

AY151728.1 gg id:99678 microbial mat clone Fri121

GQ487938.1 gg_id:554238 Microbial metal soil polluted heavy metals clone T7-132

EF654073.1 gg_id:278028 Pseudanabaenaceae cyanobacterium PBP-U-KK1

AB488091.1 gg_id:535035 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSSURC
DQ431005.1 gg_id:190474 phototrophic microbial mats Arctic springs (Greenland) hot spring

FJ933259.1 gg_id:539884 Leptolyngbya sp. FYG

AF448079.1 gg_id:62919 Synechococcus sp. str. IR11

FJ202607.1 gg_id:344914 and White Plague Disease-Induced Changes Caribbean Coral Montastraea faveolata k
NC _009925.1 gg_id:238741 Acaryochloris marina str. MBIC11017

AB486797.1 gg_id:554203 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSCOR(
FJ902633.1 gg_id:570149 phreatic limestone sinkholes northeastern Mexico biofilm 1m deep hydrothermal ver
AM710386.1 gg_id:249359 Acaryochloris sp. str. JJ7-5 7-5

EU340178.1 gg_id:237480 on Aquatic Macrophytes Geothermally Active Area Sedge Bay Yellowstone Lake WY .
AF076162.1 gg_id:3261 Antarctic LB3-80 clone

EU805341.1 gg_id:334597 It's all ranking aquatic 250 miles Panama City clone 6C233345

EU703363.1 gg_id:455236 lakes on Eastern Tin Plateau freshwater lake altitude 4298 masl clone XZTSH29
FJ999597.1 gg _id:426115 sponge Haliclona simulans South China Sea clone B16

FJ381976.1 gg_id:582549 Potentially pathogenic and air stem cell transplant winter hospital shower water BMT
AF448063.1 gg_id:62935 Synechococcus sp. str. UBR

EU703182.1 gg_id:558485 taxon richness -altitude lakes eastern tin plateau predominance Bacteroidetes and S
EF574289.1 gg_id:232723 site 525 near Coco's Island marine clone $25_ 633

GU061586.1 gg_id:557211 and function microbial mesoscale eddy perturbations South China Sea clone CE2-5m
EF575274.1 gg_id:227868 site S25 near Coco's Island marine clone S25_ 1618

EU237304.1 gg_id:236472 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
FJ382039.1 gg_id:512103 Potentially pathogenic and air stem cell transplant winter hospital shower water BM1
GU305759.1 gg_id:550168 Research on changes structure during algae outbreak oligotrophic lakes (YangHe res
EF574827.1 gg_id:235076 site $25 near Coco's Island marine clone S25_1171

EU237266.1 gg_id:250183 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
FJ382047.1 gg_id:583334 Potentially pathogenic and air stem cell transplant winter hospital shower water BMT
GU119261.1 gg_id:578434 Threatened Corals Provide Microbial Habitats reef water clone Reef _B17
FJ497746.1 gg_id:581946 Synechococcus sp. str. KORDI-36
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AB003165.1 3386 8247 15431 71.5 83.7 81.0 28.4
AM255268.1 180764 134419 13802.6 7421.8 7908.1 12076.9 9131.8
AB039016.1 16706 504.8 562.1 303.9 126.9 81.8 38.5
GU117964.1 563947 21.0 54.7 26.9 61.6 73.4 25.2
EF032775.1 189054 21854 1771.8 958.7 616.7 169.6 586.6
AJ630648.1 99912 1680.0 659.9 3703 743.0 120.3 3400
Fl444635.1 567570 5803.5 51813 4216 648.2 1634.0 24664
EU255708.1 559534 2057.2 3268.2 10326 4519 169.1 310.7
AY453984.1 136196 7384.6 6197.1 1439.0 561.4 2550.1 2637.8
GU118152.1 577676 5867.9 11638.2 7513.2 10513.3 9384.8 6278.3
AY151728.1 99678 1972.3 33183 2897 1038 733 47.8
GQ487938.1 554238 8257.5 8942.9 3784.8 3952.2 4442.0 40717
EF654073.1 278028 7499.9 10194.8 63445 6736.6 8728.2 8024.9
AB488091.1 535035 7308.6 68054 3418.4 53282 74299 7919
DQ431005.1 190474 2675.4 2664.6 563.0 2545 50.6 50.9
FJ933259.1 539884 9964.0 12050.2 5463.3 4875.7 4357.4 4436.0
AF448079.1 62919 612.8 890.6 79.2 55.0 43.0 37.8
FJ202607.1 344914 9391.9 11329.6 38659.2 3184.7 79555 41747
NC_009925.1 238741 58.2 1124 313 55.0 289.2 26.6
AB486797.1 554203 16313.3 20631.3 10046.8 5942.4 10731.3 8432.6
FJS02633.1 570148 8127.1 113143 6332.8 6716.2 10511.1 10120.1
AM710386.1 249359 1949.8 3669.6 2718.2 11394 1179.6 10605
EU340178.1 237480 9888.6 12809.8 44511 7001.1 5498.2 12686.6
AF076162.1 3261 15874 28124 9089 1046.2 2465.5 1861.1
EU805341.1 334597 2393.7 24844 12537 3159.6 37121 6658.0
EU703363.1 455236 6081.3 90286 650.5 11035 583.0 1197.7
FJ899557.1 426115 2827.6 3685.7 4999.9 3298.1 5149.2 58405
FJ381976.1 582549 6420.6 8807.8 2565.0 3912.6 2417.2 29804
AF448063.1 62935 4956.5 7351.9 4213.1 4309.0 5439.4 4226.5
EU703182.1 558485 11414.0 11402.6 3822.3 42542 6134.7 5373.8
EF574285.1 232723 12803.8 14741.8 4535.2 7936.5 7437.3 6580.6
GU0G61586.1 557211 60829 5796.3 5010.7 4999.3 2537.0 4179.6
EF575274.1 227868 13511.5 17563.3 7488.8 10827.3 14871.5 12655.1
EU237304.1 236472 4326.8 5620.8 32336 129269 31406 3862.2
FJ382035.1 512103 8878.7 11278.7 5530.8 47184 8023.4 5529.9
GU305759.1 550168 1218.3 4450.1 2616.7 14535 163.1 740.5
EF574827.1 235076 20605.1 18393.3 11664.1 12009.4 16372.3 16052.2
EU237266.1 250183 22959.8 18417.7 8028.3 11260.4 13711.2 15532.8
F1382047.1 583334 3001.8 4849.1 36104 2619.1 14357 1537.2
GU119261.1 578434 11274.6 13315.1 5793.9 6902.8 93815 082222
F1497746.1 581946 72554 6436.8 4837.1 7857.5 7230.6 54944
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EU237274.1 gg_id:243344 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
AM259804.1 gg_id:216449 Spatial sponge- Mediterranean Tethya aurantium sponge endosome clone TAI-8-74
EU802588.1 gg_id:351201 It's all ranking aquatic Northeast Colon Panama clone 4C229939

EU802974.1 gg_id:355538 It's all ranking aquatic Northeast Colon Panama clone 4C230373

AF448070.1 gg_id:62928 Synechococcus sp. str. PS845

EU237323.1 gg_id:257932 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
EU703496.1 gg_id:375870 lakes on Eastern Tin Plateau freshwater lake altitude 4279 masl clone XZZLH78
EU802573.1 gg_id:342607 It's all ranking aquatic Northeast Colon Panama clone 4C229920

EF574201.1 gg_id:233862 site S25 near Coco's Island marine clone $25 545

EF574424.1 gg_id:229355 site S25 near Coco's Island marine clone 525 768

GU118310.1 gg_id:581829 Threatened Corals Provide Microbial Habitats clone Dstr_D01

AF330250.1 gg_id:53206 Synechococcus sp. str. LBB3

EU703334.1 gg_id:409409 lakes on Eastern Tin Plateau freshwater lake altitude 4298 masl clone XZTSH6
EF573792.1 gg_id:234682 site S25 near Coco's Island marine clone 525 136

AJ347056.1 gg_id:60158 sponge clone TK09

EU237326.1 gg_id:242635 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
EF572237.1 gg_id:232120 Coco's Island site 23 marine clone 523 336

AM710354.1 gg_id:227959 Cyanobium sp. str. JJ19B5 19-B5

EF574923.1 gg_id:232787 site 525 near Coco's Island marine clone S25_1267

NC 008319.1 gg_id:161964 Synechococcus sp. str. CC9311

EU703246.1 gg_id:398037 lakes on Eastern Tin Plateau oligosaline lake altitude 4718 masl clone XZNMC20
FJ382144.1 gg_id:558480 Potentially pathogenic and air stem cell transplant summer hospital shower water BN
AF053397.1 gg_id:3347 Prochlorococcus marinus MIT 9303 str. MIT9303

EU802507.1 gg_id:339262 It's all ranking aquatic Northeast Colon Panama clone 4C229843

EU802290.1 gg_id:335985 It's all ranking aquatic Northeast Colon Panama clone 4C229599

GU119448.1 gg_id:558489 Threatened Corals Provide Microbial Habitats reef water clone Reef 102

FJ999612.1 gg id:467632 sponge Haliclona simulans South China Sea clone B132

EU805221.1 gg_id:321688 It's all ranking aquatic 250 miles Panama City clone 6C233218

EU237285.1 gg_id:251143 Genes transcripts Eastern and Western Equatorial North Atlantic Ocean microbial as:
Fl437825.1 gg_id:566422 Benthic okenone production Fayetteville New York Green Lake chemocline 20.5 m we
EF571914.1 gg_id:228854 Coco's Island site 23 marine clone S23_13

AY125385.1 gg_id:81638 Synechococcus sp. clone A315025

X03538.1 gg_id:3299 Synechococcus elongatus

AY884054.1 gg_id:140661 Synechococcus sp. str. TS-15

AY884059.1 gg_id:140190 Synechococcus sp. str. TS-104

AY884052.1 gg_id:139842 Synechococcus sp. str. JA-3-3Ab

AF132773.1 gg_id:3159 Synechococcus sp. str. C9

EF205469.1 gg_id:216560 among geographically regions central Tibet geothermal spring mat clone YCB43
DQ471441.1 gg_id:159447 filamentous thermaophilic cyanobacterium tBTRCCn 301

EU000446.1 gg_id:238052 unculutured clones (IW) Western Ghats region IRDE water clone IWENVB17
EU091541.1 gg_id:246617 clones IRDE (IW) Western Ghats region India water clone IWENVC5
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EU237274.1 243344 6783.2 6537.2 3563.2 4510.1 5817.8 68129
AM255804.1 216449 7608.0 7683.9 2227.4 2547.6 6567.7 5961.0
EU802588.1 351201 3325.0 7677.8 26923 26443 27454 4653.7
EU802974.1 355538 3929 961.8 15784 7429 659.2 22241
AF448070.1 62928 70.1  157.8 74.9 57.1 64.7 52.5
EU237323.1 257932 7226.4 7268.8 9098.1 74195 7427.8 8665.6
EU703496.1 375870 16036.5 16746.5 7521.6 9956.6 16775.5 13726.7
EUB02573.1 342607 832.2 1470.6 944.6 18904 2076.8 35255
EF574201.1 233862 126.3 2544 2305 80.9 43938 81.3
EF574424.1 229355 18067.8 14957.0 8884.7 11933.7 95030.8 11046.1
GU118310.1 581829 5029.7 8670.4 5536.4 22895 2695.1 24945
AF330250.1 53206 7214.1 8216.5 3204.3 6670.0 7902.4 8574.9
EU703334.1 409409 15105.1 19667.5 5406.9 7165.1 10263.5 89433
EF573792.1 234682 2049.9 34936 11759 24599 31157 35118
AJ347056.1 60158 279.6 6204 68.6 67.1 2122 150.0
EU237326.1 242635 3885.7 54854 62739 46413 50481 5470.6
EF572237.1 232120 2283 6154 7748 1919 9339 298.0
AM710354.1 227959 3912.4 4869.0 2985.8 2491.2 3766.3 3656.7
EF574923.1 232787 7632.4 11557.5 5572.4 6100.3 11603.8 8613.0
NC_008315.1 161964 17.6 61.9 20.9 45.1 40.8 19.9
EU703246.1 398037 13363.6 14175.6 45946.1 8449.7 8070.4 68594
FJ382144.1 558480 11383.8 12284.9 5572.0 5763.9 9578.1 82498
AF053397.1 3347 3145 4714 3336 113.8 95411 1993
EU802507.1 339262 1456.1 2090.1 5820.7 1389.0 505.1 7817
EU802290.1 335985 4044.1 3525.3 1065.0 2594.0 3969.7 4140.9
GU119448.1 558489 12340.4 16624.6 3685.6 5733.1 9664.2 7464.9
FJ899612.1 467632 5487.2 8155.3 32158 1957.5 11114 14174
EU805221.1 321688 7492.8 6611.8 4895.8 4576.8 6761.2 7015.7
EU237285.1 251143 6310.3 6490.0 5177.2 5273.8 7127.2 7096.5
Fl437825.1 566422 4917.7 58154 11859 13559 161.9 13779
EF571914.1 228854 8857.0 9387.0 4004.7 4972.0 10492.6 8837.8
AY125385.1 81638 68475 8631.3 59256 5727.2 3997.1 6121.0
X03538.1 3299 1998 3644 2545 101.0 13438 62.9
AY884054.1 140661 3805.8 5927.3 4450.2 11284 4309.0 31255
AY884059.1 140190 8355 12574 799.0 2265 592.9 658.1
AY884052.1 138842 6467.7 75545 2620.8 2858.8 2339.8 1852.2
AF132773.1 3159 12073.3 9813.1 44747 5244.8 5429.3 47322
EF205465.1 216560 160.1 521.3 154.0 1356 207.3 1383
DQ471441.1 159447 7484 31543 2122 4649 101.2 78.0
EU000446.1 238052 4701.9 64047 58204 29124 30855 2681.2
EU091541.1 246617 1855.1 2513.9 2852.7 11925 24895.0 16284
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EF205557.1 gg_id:207631 among geographically regions central Tibet geothermal spring mat clone TP139

NC 004113.1 gg _id:55947 Thermosynechococcus elongatus BP-1

AF448081.1 gg_id:62920 Synechococcus sp. str. PCC 6312

AF448078.1 gg_id:62921 Synechococcus sp. str. PCC 7336

FJ425596.1 gg_id:361402 communnities healthy and diseased colonies Caribbean coral Montastrea faveolata o
AF216946.1 gg_id:40082 Synechococcus sp. PCC 7902 str. PCC7902

EF438248.1 gg_id:215715 Temporal spatial variability epilithic Bacteroidetes and Cyanobacteria forested river ¢
FJ999729.1 gg _id:378810 Caldithrix sp. str. MC

AF323775.1 gg_id:53652 benzoate-degrading consortium clone BA059

FJ484504.1 gg_id:550182 microbial autonomous rover world's deepest phreatic sinkhole wall biomat El Zacator
EU487910.1 gg_id:565473 lucinid bivalve- symbiotic system: significance geochemical habitat on symbiont and
AB177153.1 gg_id:130950 seafloor methane hydrate clone ODP1230B14.21

DQ811935.1 gg_id:164927 mangrove soil clone MSB-4ES

AF286031.1 gg_id:31738 saltmarsh clone LCP-26

EU592472.1 gg_id:543260 Seasonal changes Salton Sea hypersaline sediment clone S5510A

DQ811933.1 gg_id:171914 mangrove soil clone MSB-4A2

AJ515882.1 gg id:57548 Deferribacter abyssi str. JR

AP011529.1 gg_id:521936 Deferribacter desulfuricans str. SSM1

FN356326.1 gg_id:544906 Prokaryotic structure sulfate reducer activity -temperature reservoirs and without ni
U75602.1 gg_id:1863 Deferribacter thermophilus str. BMA1

FN356319.1 gg_id:568730 Prokaryotic structure sulfate reducer activity -temperature reservoirs and without ni
EU407777.1 gg_id:263407 Deferribacter sp. str. SL50

AB364234.1 gg_id:350097 Calditerrivibrio nitroreducens str. Yu37-1 (= NBRC 101217)

AF220344.1 gg _id:74231 Flexistipes sp. vp180

FJ901100.1 gg_id:563173 Polymorphism microbial reservoirs water cut stage oil field clone Z-47

FJ900968.1 gg_id:509886 Polymorphism microbial reservoirs water cut stage oil field clone G-6

AJ299402.1 gg_id:25709 Geovibrio agilis

AY387671.1 gg_id:95739 Mucispirillum schaedleri str. UNSW {23

EF097086.1 gg_id:186413 mouse cecum clone SWPT18 aaal1c01

AF146526.1 gg_id:43329 Denitrovibrio acetiphilus

NR_029235.1 gg_id:549883 Dictyoglomus thermophilum str. H-6-12; DSM 3960

CP001251.1 gg_id:526493 Dictyoglomus turgidum str. DSM 6724

CP001055.1 gg_id:278168 Elusimicrobium minutum str. Peil91

AB198564.1 gg_id:135579 termite gut wall fraction clone RsW02-112

F1879997.1 gg_id:447372 Diets enriched or wheat temporally and alter fecal rat feces animal fed oat bran diet;
F1879844.1 gg _id:406473 Diets enriched or wheat temporally and alter fecal rat feces animal fed oat bran diet;
FJ825512.1 gg_id:552696 Microbial during start-up mesophilic biogas plant clone 2B_BS5_13

AJ583207.1 gg_id:94589 radioactive site ground water clone S15B-MN11

AB426236.1 gg_id:260316 -situ identification study benzene-degrading s under methanogenic condition anaerc
DQ837258.1 gg_id:241732 Archaeal and pristine National Park Spain Donana coastal aquifer clone 4951 _2B 60
AF407708.1 gg_id:60591 Great Artesian Basin clone G58
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EF205557.1 207631 2629 6122 2394 2851 146.0 77.9
NC_004113.1 55947 1936.6 2386.0 467.8 1542 226.0 80.3
AF448081.1 62920 287.8 613.2 61.9 189.0 1235 55.0
AF448078.1 62921 1700.4 1906.5 203.8 2525 337.1 1486
F1425596.1 361402 11825 2126.4 21875 601.1 813.0 646.1
AF216946.1 40082 136. 23159 76.8 84.0 389.9 87.1
EF438248.1 215715 683.7 5836 1064 1109 50.0 55.1
FJ999729.1 378810 774.1 2276.3 10019 3995 7532 4644
AF323775.1 53652 488.2 668.6 6329 840.7 3429 914.2
FJ484504.1 550182 3793.2 3696.4 6133.2 18794 2647.4 28140
EU487910.1 565473 10083.9 9720.5 8075.1 7806.3 9740.9 10707.4
AB177153.1 130950 435.2 367.8 1534.2 157.8 1433 2843
DQ811935.1 164927 46.1 1120 2350 62.5 106.5 69.6
AF286031.1 31738 2073.8 1829.1 4251.7 28999 1322.6 19825
EU592472.1 543260 2860.0 2746.1 3716.3 3647.5 4634.3 5656.3
DQ811933.1 171914  185.2 3927 769.6 2203 153.2 3035
AJ515882.1 57548 2524.0 1742.4 24974 3954.2 16747 2456.7
AP011529.1 521936 1791.5 2563.9 7182.1 5032.2 3656.5 5186.9
FN356326.1 544906 8720.2 7153.6 42039 8311.0 8136.5 8685.9
uU75602.1 1863 4411.8 38345 3162.6 3050.6 2657.8 37975
FN356315.1 568730 7107.5 6263.2 8064.2 6255.9 2454.9 497473
EVU407777.1 263407 5874.1 4465.0 7600.7 5505.7 3070.7 5168.8
AB364234.1 350097 3137.9 5177.5 27149 3076.6 4480.5 4900.0
AF220344.1 74231 6982.0 7075.2 4183.7 5363.9 42578 58953
FJ201100.1 563173 3893.7 52386 64079 41446 2080.0 29828
FJS00968.1 509886 6291.3 6134.5 74523 59313 9210.0 76359
AJ299402.1 25709 86.1 287.3 155.7 85.2 2834 1474
AY387671.1 95739 900.7 12540 17917 591.8 15633 13943
EF097086.1 186413 3937.8 47529 4376.0 53748 7674.1 67556
AF146526.1 43329 597.6 9725 1655.6 158175 3645 1537.1
NR_029235.1 549883 7626.5 9270.6 6384.1 54304 435928 39974
CP001251.1 526493 8435.9 10853.1 11501.5 4240.2 7434.2 65015
CP001055.1 278168 4638.6 2529.1 4087.0 4473.2 1176.4 1446.6
AB198564.1 135579 24.8 23.4 22.6 60.6 72.5 40.2
F1879997.1 447372 58314 6291.4 98989 5970.2 745951 7000.8
F1879844.1 406473 10656.9 10969.4 9085.9 10846.0 7828.9 12542.7
FJ825512.1 552696 6586.2 7224.0 2061.7 64984 2563.1 1820.2
AJ583207.1 94589 1859.4 3680.8 4932.3 1168.6 2287.2 1298.0
AB426236.1 260316 6044.6 6713.1 5110.1 6085.6 4574.7 58085.6
DQ837258.1 241732  958.6 1107.0 26216 536.7 304.2 4423
AF407708.1 60591 228.0 2585 1850.0 369.8 576 176.3
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FJ810557.1 gg_id:417474 Subsurface ecosystem resilience: Long-term attenuation subsurface contaminants su
AY622271.1 gg_id:104126 subsurface soil clone 5-]147

EF018546.1 gg_id:217004 aspen rhizosphere clone Amb_165 807

AB487935.1 gg_id:576679 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSSURC
EU861834.1 gg_id:312378 effects chronic fertilization on alpine tundra microbial implications carbon and nitrog
EU117172.1 gg_id:250278 Scratching surface rare biosphere tag primers recent progress made toward microbi:
DQ451527.1 gg_id:156651 forest sail clone FAC88

EF516402.1 gg id:218152 grassland soil clone FCPS607

EU134602.1 gg_id:248280 tallgrass prarie soil clone FFCH1966

GQ402750.1 gg_id:509120 Accessing microbial biodiversity and metabolic potential tropical -based approach pt
EU861853.1 gg_id:330280 effects chronic fertilization on alpine tundra microbial implications carbon and nitrog
EU589308.1 gg_id:276586 China Ningxia rice paddy field soil clone 2_E5

AY921882.1 gg id:114382 farm soil clone AKYG853

EF515890.1 gg _id:220050 grassland soil clone FCPS480

AB282960.1 gg_id:223649 candidate phylum Termite Group 1' and members various flagellated protists endos
AB282957.1 gg_id:223823 candidate phylum Termite Group 1' and members various flagellated protists endos
AB298058.1 gg_id:253597 'Endomicrobia’ and their specific affiliation termite gut flagellates endosymbiont Dev
AB126236.1 gg_id:104704 termite gut clone Rs-E67

AY512589.1 gg_id:110572 symbiont Pyrsonympha vertens Reticulitermes santonensis clone Pv-1

AB192273.1 gg_id:141207 termite gut homogenate clone RPK-30

AB298011.1 gg_id:251556 'Endomicrobia’ and their specific affiliation termite gut flagellates endosymbiont Din
AB192274.1 gg_id:142490 termite gut homogenate clone RPK-57

AY571459.1 gg id:114701 termite gut clone RsaP150

AB282959.1 gg_id:224561 candidate phylum Termite Group 1" and members various flagellated protists endos
AB282961.1 gg_id:223811 candidate phylum Termite Group 1' and members various flagellated protists endos
AB297999.1 gg_id:248629 'Endomicrobia’ and their specific affiliation termite gut flagellates endosymbiont Tric
AB298082.1 gg_id:242418 'Endomicrobia’ and their specific affiliation termite gut flagellates endosymbiont Oxy
AB299537.1 gg_id:253909 Motility Symbiont Termite Gut Flagellate Caduceia versatilis Member 'Synergistes' G
AB192270.1 gg_id:143184 termite gut homogenate clone RPK-45

AB188146.1 gg_id:103702 endosymbiont Trichonympha agilis gut termite Reticulitermes speratus clone RsTG1
AY571454.1 gg_id:114696 termite gut clone RsaP84

AB282962.1 gg_id:220873 candidate phylum Termite Group 1' and members various flagellated protists endos
AB282964.1 gg_id:223647 candidate phylum Termite Group 1' and endosymbiont members various flagellated
FJ746265.1 gg_id:549436 Microbial oligotrophic marine sediments: South Pacific Gyre ocean sediment 5306 m"
EU386053.1 gg_id:260503 Biogeographical and microbes sediments on subseafloor sediment South China Sea ¢
AF352534.1 gg id:35729 hot spring clone QL4-2

EF198046.1 gg_id:182021 Microbial structures mesophilic and methanogenic consortia anaerobic thermophilic
EU924259.1 gg_id:340778 Microbiology and geochemistry Little Hot Creek hot spring sediment temperature 8C
GQ844336.1 gg_id:561611 Microbial full-scale produced water treatment plant biofilm anoxic tank clone BB-B4
AJ496284.1 gg_id:100224 Fibrobacter intestinalis str. NR9

AB275494.1 gg_id:169977 Fibrobacter succinogenes str. AS226
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FJ810557.1 417474  231.0 35,9 2577.5 3430 217.7 2116
AY622271.1 104126 39.3 64.0 159.5 85.1 1135 1017
EF018546.1 217004 40 1176 1019.2 163.2 89.6 225.6
AB487935.1 576679 10173.6 8295.3 8594.3 10943.9 8181.2 8855.8
EU861834.1 312378 8010.0 6880.4 7279.0 11317.3 95658.6 8863.7
EU117172.1 250278 4449.8 4039.6 6033.9 3153.2 2921.1 4020.0
DQ451527.1 156651 21.2 33.8 2754 88.8 127.8 33.3
EF516402.1 218152 27.2 525 5420 52.8 759.3 34.0
EU134602.1 248280 3096.4 4430.1 10092.7 4285.8 4770.1 64515
GQ402750.1 509120 12001.7 10894.7 13328.3 8689.5 11139.5 7039.0
EU861853.1 330280 4908.8 7654.7 51253 6262.2 5831.8 54234
EU589308.1 276586 9834.3 8783.8 8107.6 9912.0 10409.1 9573.2
AY921882.1 114382 36.1 41.0 99.3 66.8 69.7 45.3
EF515830.1 220050 35.4 44.0 1295.9 73.8 71.2 26.2
AB282960.1 223649 423 61.0 68.9 72.0 77.9 44.7
AB282957.1 223823 7673.1 54044 51342 46311 3866.4 3270.7
AB298058.1 253597 6329.9 7445.0 7240.0 4341.2 7662.4 9153.0
AB126236.1 104704 11964.8 13751.4 9148.5 10327.0 14844.3 12967.5
AY512589.1 110572 6704.7 6120.6 9567.1 78289 5437.7 43929
AB192273.1 141207 153.9 3377 1748 220.0 264.7 1478
AB298011.1 251556 6701.3 66524 7392.4 6823.3 55352 67715
AB192274.1 142490 7210.5 85321 3883.3 7376.6 4353.8 49126
AY571459.1 114701 1875 1855 3149 2506 1174 1025
AB282955.1 224561 3426.7 5067.4 3963.1 3161.7 2006.4 30924
AB282961.1 223811 10091.5 10076.0 10490.4 8829.7 9110.0 8730.7
AB297995.1 248629 7926.5 6410.8 2681.3 3030.5 43165 5130.7
AB298082.1 242418 5264.9 55659.0 5461.5 3819.7 5618.0 53279
AB299537.1 253909 7304.4 6783.6 64112 8253.6 69333 75326
AB192270.1 143184 321.2 4849 1163.6 5259 266.0 2284
AB188146.1 103702 632.6 13857 18694 6156 720.2 205359
AY571454.1 114696 3920.3 5029.6 5151.7 3809.3 3360.4 4562.2
AB282962.1 220873 2388.2 4531.8 2141.7 20846 741.1 9335
AB282964.1 223647 797.5 1833.8 3075 1315 §7.8 559.3
F1746265.1 549436 6285.8 5842.9 6517.2 7040.9 3895.2 34999
EU386053.1 260503 7685.3 8558.0 135982.3 10379.3 12418.2 8910.0
AF352534.1 35729 3450.3 43544 44458 40749 6161.8 6073.6
EF198046.1 182021 37.2 62.6 78.4 55.7 60.4 247
EU924259.1 340778 3425.7 4563.6 6070.5 2165.0 2438.9 4367.8
G(Q844336.1 561611 23.0 46.5 534 50.5 58.8 31.9
AJ4S6284.1 100224 34333 4362.2 4842.6 4925.0 2900.1 3563.3
AB275494.1 169977 7964.0 7287.5 53884 10357.3 3916.3 48585.1
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AB275500.1 gg_id:163075 Fibrobacter succinogenes str. 05118

AB275485.1 gg_id:170693 Fibrobacter succinogenes str. AS211

EU473538.1 gg_id:290276 Somali wild ass feces clone WA _aaa04b07

AJ496186.1 gg_id:63459 Fibrobacter succinogenes str. HM?2

EU459511.1 gg_id:288501 capybara feces clone CAP_aah98h04

EU381839.1 gg_id:260857 Rumen eubacterial implicates Bacteroidetes major phylum rumen particulate phase
EU463562.1 gg_id:293363 domesticated horse feces clone horsem_aai96b08

EU473558.1 gg_id:301021 Somali wild ass feces clone WA _aaa01h11

AB275496.1 gg_id:165381 Fibrobacter succinogenes str. 05102

AB275498.1 gg_id:164826 Fibrobacter succinogenes str. 05112

AB275501.1 gg_id:173599 Fibrobacter succinogenes str. 05119

EU473606.1 gg_id:289079 Somali wild ass feces clone WA _aaa01d09

EU779396.1 gg_id:329327 Somali Wild Ass feces clone WA_aaa03d04

GU303627.1 gg_id:576830 inhabiting epithelial tissue ruminal digesta -DGGE and sequencing rumen contents ¢
EF190824.1 gg _id:245678 Evidence occurrence members genus Fibrobacter sites landfill clone Brom F11
AMS82635.2 gg_id:278133 microbial and slurry pig saw dust spent bedding clone PISD-AJG03

EF190823.1 gg_id:242362 Evidence occurrence members genus Fibrobacter sites landfill clone Brom F10
EF190825.1 gg_id:251106 Evidence occurrence members genus Fibrobacter sites landfill clone Brom F7
AB192084.1 gg_id:141091 termite gut homogenate clone M1PT4-02

EF454459.2 gg id:219116 termite hindgut clone 290cost002-P3L-2166

AB255935.1 gg_id:170934 Localization Cell Morphologies Members Candidate TG3 and Subphylum Phylum Fibr
AB255932.1 gg_id:172833 Localization Cell Morphologies Members Candidate TG3 and Subphylum Phylum Fibr
AB243279.1 gg_id:147943 acetone-preserved termite gut clone M2PB4a-059

AB192090.1 gg_id:142085 termite gut homogenate clone M2PT2-85

AB042056.1 gg_id:38100 Alicyclobacillus acidocaldarius str. ATCC 27009T

EU740980.1 gg_id:352119 Alicyclobacillus acidocaldarius str. DT-M7

AY573797.1 gg_id:115084 Alicyclobacillus acidoterrestris str. ATCC 49025

AB042058.1 gg_id:18608 Alicyclobacillus acidoterrestris str. DSM 3923

X51928.1 gg_id:14346 Alicyclobacillus cycloheptanicus

AB233323.1 gg id:151272 Alicyclobacillus disulfidooxidans

AJ133633.1 gg_id:46515 Alicyclobacillus hesperidum str. FR-11

AJ564766.1 gg_i1d:102873 New record moss thermophilic species and physico-chemic al properties geothermal
AB084128.1 gg_id:67142 Alicyclobacillus sendaiensis str. NTAP-1

AJ133634.1 gg_id:30162 Alicyclobacillus sp. str. FR-3

AB059665.1 gg_id:38406 Alicyclobacillus acidocaldarius subsp. genomic species 1 str. DSM 455

EU680819.1 gg_id:283968 Alicyclobacillus sp. str. AYTae-7

AM749794.1 gg_id:235845 Alicyclobacillus sp. K1

EU680818.1 gg_id:284287 Alicyclobacillus sp. str. ATSae-10

AB004581.1 gg_id:14337 Alicyclobacillus sp. str. KHA-31

DQ838045.1 gg_id:170052 Alicyclobacillus acidocaldarius Te-12-31

AB004580.1 gg_id:14336 Alicyclobacillus sp. str. MIH-2
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AB275500.1 163075 5546.8 50219 4183.1 5197.4 63595 63434
AB275485.1 170693 9030.6 8747.1 10286.5 9287.1 8416.0 85314
EU473538.1 290276 6603.8 7667.6 7604.0 7575.8 14578.3 10808.1
AJ4S6186.1 63459 4447.4 6916.9 6536.6 47944 9741.1 8361.6
EU459511.1 288501 4088.8 5249.2 4809.9 4888.3 12820.6 8136.0
EU381839.1 260857 8784.9 83185 12787.4 9167.1 7180.7 8587.0
EU463562.1 293363 6694.9 6867.0 10542.4 11056.7 13315.5 10391.7
EU473558.1 301021 5654.1 7453.3 9280.9 62549 9847.2 8506.5
AB275456.1 165381 7209.1 10358.9 5087.9 5121.1 110895 8521.0
AB275498.1 164826 8576.4 9626.5 10967.3 7784.2 103324 8943.2
AB275501.1 173595 8516.2 9401.5 7747.5 7775.6 12108.4 95085.7
EU473606.1 289079 5800.5 8612.5 6526.2 41875 51035 5744.1
EU779396.1 329327 7471.8 9766.3 7686.2 48014 6740.0 70735
GU303627.1 576830 6647.2 62375 3766.4 79744 9103.8 7962.0
EF190824.1 245678 3747.3 4531.6 62255 5167.7 20835 2508.7
AM982635.2 278133 6521.2 7647.2 8167.0 76713 3517.1 4157.7
EF190823.1 242362 6377.5 6753.5 57803 7211.2 5420.6 6841.6
EF190825.1 251106 16476.6 15878.0 20099.2 16601.5 17270.0 17846.1
AB192084.1 141091 19.7 247 28.2 45.1 62.9 25.6
EF454455.2 219116 2355.9 3300.0 3106.1 17222 6668.6 8041.2
AB255935.1 170534 27.4 41.6 34.2 56.8 57.3 21.2
AB255932.1 172833 4026.5 5537.6 7289.6 3802.3 ©S110.3 91594
AB243275.1 147943 66.2 67.6 89.7 67.6 4209 1824
AB192090.1 142085 71.3 3635 1718 86.3 1364 106.4
AB042056.1 38100 4575.6 5846.0 4085.3 3383.7 35445 34756
EU740980.1 352119 4555.4 5398.7 42787 3333.0 34925 321259
AY573797.1 115084 24185 3125.1 26335 36854 31295 3564.7
AB042058.1 18608 6779 705.7 7353 11843 3033 5881
X51928.1 14346 29.8 56.5 2114 66.3 71.5 31.0
AB233323.1 151272 29.3 523 71.5 62.1 75.7 26.7
AJ133633.1 46515 1635 266.4 509.1 2316 4740 5566
Al564766.1 102873  152.2 2328 6358 140.9 2436.7 853
AB084128.1 67142 1936.4 23233 23089 8095 542.2 6459
AJ133634.1 30162 5229.6 74221 6520.3 6809.7 7153.7 6155.3
AB059665.1 38406 2761.0 3970.5 4541.1 41304 3731.2 3417.6
EU680819.1 283968 4358.9 55244 47484 5073.8 5731.2 47718
AM749794.1 235845 5346.6 7586.3 6216.2 65513 7034.7 639259
EU680818.1 284287 5426.3 72424 6504.7 66150 7137.8 6136.2
AB004581.1 14337 68435 7708.4 3525.8 94464 5681.6 82584
DQ838045.1 170052 2992.2 3627.4 3354.0 3042.3 34327 2948.0
AB004580.1 14336 8675.2 8726.7 3230.6 10065.7 14010.7 11085.2
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Y07608.2 gg_id:14393 Drentse grassland soil clone DA113

DQ464146.1 gg id:158365 acid mine drainage clone D1-23

EU571186.1 gg_id:258187 eubacterium sp. str. 23-2

EU282873.1 gg_id:236165 Alicyclobacillus sp. str. Talvenl

AB264021.1 gg_id:219729 Alicyclobacillus sp. str. S-TAB

AY911435.1 gg_id:122869 rock interior clone NEC02064

AM749773.1 gg_id:255809 Isolation ing candidate division soils New Zealand steam-affected geothermal soil
AB264024.1 gg_id:218349 Alicyclobacillus sp. str. 4-A336

AB264025.1 gg_id:225783 Alicyclobacillus sp. str. 5A239-20

AJ617864.1 gg_id:110806 oxic-anoxic interphase flooded paddy soil clone D282111

DQ444975.2 gg_id:157680 Tumebacillus permanentifrigoris str. Eur1 9.5

NR_028637.1 gg_id:571645 Alicyclobacillus acidiphilus str. TA-67; DSM 14558

NR_024753.1 gg_id:534871 Alicyclobacillus herbarius str. CP-1; DSM 13609

EU638395.1 gg_id:324634 Ecological Role Firmicutes ldentified Thermophilic Microbial Fuel Cells thermophilic n
221979.1 gg_id:14348 Alicyciobacillus tolerans str. K1

AM749772.1 gg_id:249259 Isolation ing candidate division soils New Zealand steam-affected geothermal soil
EU137838.1 gg_id:247268 Alicyclobacillus ferrooxidans str. TC-34

AB369003.1 gg_id:559429 and microbial oils produced Asia petroleum crude oil (Arabian Extra light) clone PT-A
DQ129298.1 gg_id:138337 microarray level air two cities Texas urban aerosol clone AKIW802

AF137502.2 gg_id:71417 Alicyclobacillus tolerans str. K1

EU137837.1 gg_id:253241 Alicyclobacillus ferripilum str. TC-71

NR_024801.1 gg_id:558567 Alicyclobacillus pomorum str. 3A; DSM 14955

DQ999995.1 gg_id:207114 Isolation microorganisms undisturbed argillaceous formation under evaluation repo:
EU360507.1 gg_id:263805 pilot biological ferrous iron oxidation mine water treatment plant clone W-Z-135
AB487996.1 gg_id:579786 Microbial responsive denitrification-inducing conditions rice paddy soil clone TSSURC
FM179383.1 gg_id:306748 Alicyclobacillus sp. str. ZJ-6

AB052970.1 gg_id:29823 this relatively close relationship to Alicyclobacillus and Sulfobacillus. However there is
AJ617865.1 gg_id:110321 oxic-anoxic interphase flooded paddy soil clone D02302

EU419142.1 gg_id:264263 Microbial and ecology selected andesitic hydrothermal acidic hydrothermally modific
EU282871.1 gg_id:252896 Alicyclobacillus sp. str. CLA

GU001882.1 gg_id:564204 Alkalibacillus sp. str. PL203

AJ238041.1 gg_id:26016 Bacillus haloalkaliphilus str. DSM 5271T

EU874387.1 gg_id:350384 Alkalibacillus sp. str. ISL-17

X72876.1 gg_id:14602 Bacillus sp str. DSM5271

AB264528.1 gg_id:164233 Alkalibacillus silvaisolus str. BM2

GU083678.1 gg_id:579049 Microorganism Xiarinur soda lake sediment clone x95

AJ865469.1 gg_id:109033 Bacillus arseniciselenatis str. DSM 15340

EU143680.1 gg_id:239928 Bacillus alkalidiazotrophicus str. MS 6

FJ430064.1 gg_id:368030 Anoxybacillus sp. E243

AY770577.1 gg_id:108674 Anoxybacillus flavithermus str. KWF-1

FJ430004.1 gg_id:359437 Anoxybacillus sp. A402b
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Y07608.2 14393 10723 988.8 11012 4111 107.7 3305
DQ464146.1 158365 72.2 543 14559 78.9 57.5 50.4
EU571186.1 258187 4531.1 6053.9 9181.7 53747 21180 31310
EU282873.1 236165 544 9314 569.2 107.6 92.6 85.9
AB264021.1 219729 45.5 60.0 1747 67.0 73.4 38.1
AY911435.1 122865 32.6 47.0 36.3 65.2 71.7 33.7
AM749773.1 255809 4195.2 4282.6 33334 3204.2 1516.0 9313
AB264024.1 218349 8126.8 10919.3 11688.2 10794.4 15234.4 157325
AB264025.1 225783 33.5 51.1 32.9 70.5 66.3 46.4
AJ617864.1 110806 674.1 12398 1891.7 4640 2797.6 2658.3
DQ444975.2 157680 25.6 76.2 17.5 42.3 46.6 25.5
NR_028637.1 571645 1862.5 3661.0 35429 24579 1375.6 24224
NR_024753.1 534871 5331.2 73199 6863.6 7268.7 81143 7677.3
EU638395.1 324634 4465.9 3459.7 3356.2 1089.0 1142.3 1165.2
Z£21979.1 14348 41.2 78.6 66.9 83.8 1804 45.9
AM749772.1 249259 3165.6 3126.8 25004 18963 6189 7539
EU137838.1 247268 2177.6 18845 1647.4 2106.4 32323 23231
AB365003.1 559429 4857.2 7675.7 10504.8 5372.9 10271.7 7728.8
DQ129298.1 138337 458.8 5937 216.2 711.2 5561 3704
AF137502.2 71417 27.6 33.8 28.6 40.2 55.6 24.5
EU137837.1 253241 3499.6 3763.5 31140 1754.8 1651.1 1675.8
NR_024801.1 558567 6188.0 5873.8 4685.2 1713.8 2690.7 2505.0
DQS999995.1 207114 4254 701.6 14542 287.2 116.8 546.1
EU360507.1 263805 203.4 667.7 6368 319.0 9843 276.6
AB487996.1 579786 12704.3 15465.8 12363.0 ©9181.1 6308.5 8858.3
FM175383.1 306748 86.8 55.1 164.6 236.0 108.2 85.9
AB052970.1 29823 38.4 58.0 38.6 63.7 108.8 42.6
AJ617865.1 110321 6474 950.5 1888.2 3688 8635 8979
EU419142.1 264263 3670.3 3085.3 2384.7 4220.2 2509.0 3504.2
EU282871.1 252896 1821.7 32247 1220.4 29494 27112 25424
GU001882.1 564204 73.4 96.4 61.5 95.5 78.2 43.7
Al238041.1 26016 12506.3 7699.7 8302.0 6827.4 6887.1 8786.6
EU874387.1 350384 6528.7 6890.7 3180.4 53645 5094.1 4637.9
X72876.1 14602  583.7 62.2 14384 3127 1058 3793
AB264528.1 164233  625.1 1465.3 19485 14058 2763.1 40596.3
GU083678.1 579049 453 1054 58.5 814 5.9 5165
AJ865469.1 109033 6184 4725 12676 3335 261.0 14539
EU143680.1 239928  776.5 1967.2 2321.0 8348 7460 9624
FJ430064.1 368030 10741.8 11159.7 8597.2 12180.7 144593.2 15444.1
AY770577.1 108674 11539.9 9451.4 14397.1 10819.9 74715 94023
F1430004.1 359437  738.2 13424 24276 810.7 30853 33964
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FJ430000.1 gg_id:357979 Anoxybacillus sp. A371

FJ429993.1 gg id:369563 Anoxybacillus sp. A321

FJ429995.1 gg id:357983 Anoxybacillus sp. A351a

FJ430018.1 gg_id:368045 Anoxybacillus sp. D36

EF654664.1 gg_id:256759 Anoxybacillus mongoliensis str. T4
AY248707.1 gg_id:84072 Anoxybacillus gonensis str. A4
AY248708.1 gg_id:83767 Anoxybacillus gonensis str. A7
AY248706.1 gg_id:85315 Anoxybacillus gonensis str. A2
AY122325.1 gg_id:64346 Anoxybacillus gonensis str. G2T
AF004589.1 gg_id:14519 Anoxybacillus flavithermus str. DSM2641
AB234213.1 gg_id:154371 Anoxybacillus pushchinoensis str. -1
AY248709.1 gg_id:84979 Anoxybacillus kestanbolensis str. K1
FJ808726.1 gg_id:529278 Anoxybacillus gonensis str. P89
GQ342689.1 gg_id:583473 Anoxybacillus flavithermus str. HBB-134
226932.1 gg_id:14518 Anoxybacillus flavithermus str. DSM 2641
AF001962.1 gg_id:14523 Anoxybacillus flavithermus ABO3
FJ430043.1 gg_id:359099 Anoxybacillus sp. D486

FJ430012.1 gg_id:362918 Geobacillus sp. C161ab

DQ452021.1 gg_id:223469 Anoxybacillus sp. FB7

FJ808725.1 gg_id:523983 Anoxybacillus gonensis str. P39
FJ430059.1 gg_id:363871 Anoxybacillus sp. E184aa
NR_024690.1 gg_id:567725 Bacillus carboniphilus str. JCM9731
GQ389780.1 gg_id:573608 Bacillus acidicola str. TSAS-1
AF547209.1 gg_id:71698 Bacillus acidogenesis str. 105-2
GU263833.1 gg_id:549331 Bacillus sp. str. HBO9009
AF140005.1 gg_id:14502 Bacillus sp. str. ML-172

AY669375.1 gg_id:101461 Bacillus sp. str. SFB

EU432565.1 gg_id:269646 Bacillus sp. str. 10089

EU818841.1 gg_id:307283 Bacillus sp. str. FR

NR_029077.1 gg_id:580042 Bacillus algicola str. F12; KMM 3737
DQ001307.1 gg_id:120601 Bacillus algicola str. SB9

EF644413.1 gg_id:243575 Bacillus licheniformis str. RT2
EU266071.1 gg_id:251410 Bacillus subtilis str. ZJ06
GQ395247.1 gg_id:552345 Bacillus subtilis str. BRZ6
GQ482982.1 gg_id:568039 Bacillus subtilis str. AMR
EF601577.1 gg_id:229131 Bacillus licheniformis str. BL43
AY462196.1 gg_id:110378 Bacillus subtilis str. DF3

EF473134.1 gg_id:227033 Bacillus subtilis qd382

AB301017.1 gg_id:244529 Bacillus amyloliquefaciens str. GH14
EF666489.1 gg_id:253477 Bacillus subtilis str. 0G

AY867792.1 gg_id:110184 Bacillus subtilis str. C2
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FJ430000.1 357979 4926.5 5521.2 19625 6679.1 7712.8 5672.6
F1429993.1 369563 1961.8 1959.1 1183.4 17715 5517.4 359088
FJ429955.1 357983 8993.4 9965.9 12855.5 92429 10707.4 8586.3
FJ430018.1 368045 3335.2 44418 2742.6 34985 3950.8 43565
EF654664.1 256759 918.3 9999 2538.2 15282 2839 970.5
AY248707.1 84072 505.0 800.8 1365.0 747.8 230.5 1216.0
AY248708.1 83767 10995.0 11301.1 7289.3 8577.9 11551.0 9868.0
AY248706.1 85315 29.1 1773 98.8 76.6 84.6 1285
AY122325.1 64346 639.0 829.0 1279.2 10S80.2 810.7 11521
AF004589.1 14519 599.6 856.2 8043 4643 163.2 5995
AB234213.1 154371 1072.3 1166.9 28245 17350 437.2 1585.9
AY248709.1 84979 2238.8 2750.4 1286.9 3346.5 4333.0 30939
F1808726.1 529278 7356 6395 2089.6 1399.7 278.1 59459
GQ342689.1 583473 1843 3759 7586 4303 1429 352.2
226932.1 14518 350.7 713.2 11809 585.2 2106 93459
AF001962.1 14523 1912.1 1947.3 5246.7 2250.9 5334.7 60459
F1430043.1 359099 1880.4 2186.7 1249.7 2175.0 19755 23384
FJ430012.1 362918  684.6 11329 12783 346.1 580.3 2038.1
DQ452021.1 223469 4704 6891 1189.8 510.3 586.1 1501.3
F1808725.1 523983 6647.5 7438.9 6384.0 9162.2 18536 36354
FJ430059.1 363871 8541.2 8611.6 8236.1 94279 8733.0 93735
NR_024690.1 567725 2149 3124 4929 2351 598.0 606.3
GQ389780.1 573608 4615.6 3644.1 4671.2 5467.6 8144.2 7498.5
AF547208.1 71698 10112.06 7767.9 3858.0 5006.1 52433 72755
GU263833.1 549331 1203 1821 4848 1023 1051 7119
AF140005.1 14502 5375.1 4881.8 3600.3 5563.8 4996.0 3560.5
AY669375.1 101461 1451.8 5435.8 5871.8 1625.8 1509.9 4747.8
EU432565.1 269646 1854.0 18247 1259.6 20354 3541 975.3
EU818841.1 307283 3969.7 4163.5 4695.1 3603.7 1382.8 2871.3
NR_025077.1 580042 618.3 1757.5 19153 632.6 4263 15450
DQ001307.1 120601 6857.3 7219.7 3988.0 5866.4 8933.7 68129
EF644413.1 243575  247.3 7757 5228 509.7 816.4 2155.0
EU266071.1 251410 3734 5234 1438 102.8 540 6919
GQ395247.1 552345 2610.7 3305.2 4179.6 3670.8 2910.4 5394.7
GQ482982.1 568039 3617.3 4248.4 33514 4085.6 4610.2 6238.1
EF601577.1 229131 4652.1 4760.1 36553 6770.4 5321.7 7059.0
AY462196.1 110378 3375.4 35035 3129.8 37334 2704.1 3738.1
EF473134.1 227033  439.3 6576 6683 250.1 1029 1889.8
AB301017.1 244529 6337.6 6961.6 10669.5 8706.5 10217.1 12134.7
EF666485.1 253477 5686.2 7970.2 3624.6 4340.2 12781.6 8880.5
AY867792.1 110184 3283.1 34356 53724 18513 21111 3388.3
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EU257447.1 gg_id:257974 Bacillus subtilis C3-1

DQ020262.1 gg id:137286 Bacillus licheniformis str. NK-03
DQ177319.1 gg_id:154463 Bacillus amyloliquefaciens str. ES-2
EU287474.1 gg_id:561458 Bacillus subtilis str. GB13.1
EU153188.1 gg_id:251519 Bacillus subtilis str. JPC-2

AY176764.1 gg_id:78954 Bacillus subtilis str. HI11

EU231615.1 gg_id:251510 Bacillus subtilis str. TCCC17018
EU071588.1 gg_id:257280 Bacillus vallismortis str. EHFS2 SO5Hc
EU586781.1 gg_id:275467 Bacillus amyloliquefaciens str. MZ-15
AF058766.1 gg_id:14746 Bacillus subtilis str. TB11

EU826022.1 gg_id:330407 Bacillus subtilis str. CDB10
FJ435222.1 gg _id:358462 Bacillus licheniformis str. 11
EU056571.1 gg_id:251864 Bacillus subtilis SK1

EF428249.2 gg id:220863 Bacillus subtilis str. HDYM-25
EF523474.1 gg_id:225817 Bacillus subtilis str. BSD-2
GQ470398.1 gg_id:539478 Bacillus amyloliquefaciens str. DQgbc5
EU000054.1 gg_id:255395 Bacillus subtilis str. DA7

GQ375224.1 gg_id:581016 Bacillus amyloliquefaciens str. CICC 23281
GU191908.1 gg_id:576361 Bacillus amyloliquefaciens str. SB 3296
EU373407.1 gg_id:271231 Bacillus subtilis str. YRLO2

NC _009725.1 gg_id:242701 Bacillus amyloliquefaciens str. FZB42
EF582414.1 gg_id:229868 Bacillus subtilis str. HDYM-10
FJ386541.1 gg_id:356981 Bacillus vallismortis str. ST47
EF178293.1 gg id:227954 Bacillus subtilis str. Jaas ed1
AB301022.1 gg_id:247117 Bacillus amyloliquefaciens str. GH48
AY462217.1 gg_id:109513 Bacillus subtilis str. DF61

EU334511.1 gg_id:252911 Bacillus subtilis str. 49b

FJ755787.1 gg_id:555072 Bacillus subtilis str. BS501a
AF447803.1 gg_id:32902 Bacillus subtilis str. A184

AY971357.1 gg_id:115356 Bacillus subtilis str. CICC10090
DQ402043.1 gg_id:185877 Bacillus subtilis str. EJH-1
EU660328.1 gg_id:296418 Bacillus subtilis str. CM15
EU884650.1 gg_id:317915 Bacillus subtilis str. Ht01

AY296804.1 gg_id:105773 Bacillus subtilis str. IBT012
AY279207.1 gg_id:87398 Bacillus subtilis str. HA401

F1889051.1 gg _id:521011 Bacillus amyloliquefaciens str. Bac7M3
AB115959.1 gg_id:91208 Bacillus subtilis str. KT1003
GQ395245.1 gg_id:584805 Bacillus subtilis str. Czk1{BRZ1)
EF101720.1 gg_id:194233 Bacillus subtilis str. HU83

EU056572.1 gg_id:244688 Bacillus subtilis K1

EU373438.1 gg_id:273306 Bacillus subtilis str. YRR10
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EU257447.1 257974  716.1 1005.2 686.6 279.0 1002.6 1597.8
DQ020262.1 137286 1673.1 78489 16725 16467 7575 806.9
DQ177315.1 154463 4326.0 7736.5 22773 4064.3 118099 8994.4
EU287474.1 561458 666.9 802.9 550.5 3073 251.6 1095.2
EU153188.1 251519 13959.3 14973.7 9633.9 9980.5 12333.8 13054.5
AY176764.1 78954 11081.3 11617.8 7478.6 7771.4 12750.2 11053.8
EU231615.1 251510 372.7 6343 905.2 3382 8424 262359
EU071588.1 257280 1719.6 16355 181.8 1549 27143 11337
EU586781.1 275467 2760.7 2261.8 2182.8 2153.0 2057.5 3118.1
AF058766.1 14746 1546.0 2225.3 59683 32943 33043 42203
EU826022.1 330407 1572.6 1857.7 1621.3 1846.1 3966.4 35114
Fl435222.1 358462 7578.1 5073.2 13791.7 6149.8 8233.7 63823
EU056571.1 251864 1399.7 22226 20494 1300.8 2275.2 2161.2
EF428245.2 220863 6011.5 6916.3 4922.7 7462.0 10662.9 9235.7
EF523474.1 225817 25891.5 2411.8 3093.7 2651.2 1589.6 4083.0
GQ470358.1 539478 4327 8934 11719 4787 9924 7899
EU000054.1 255395 778.2 869.8 2969 500.3 1784 11284
GQ375224.1 581016 512.2 9756 707.5 2626 54.0 2329.8
GU191908.1 576361 1583.6 1857.7 15549 1810.6 3979.7 29475
EU373407.1 271231 7160.7 8887.0 5921.4 7429.7 10434.1 9467.4
NC_009725.1 242701 164.0 1943 3729 1811 80.8 1782.0
EF582414.1 229868 7533.7 7823.6 6305.9 8089.0 8291.6 77493
FJ386541.1 356981  203.5 3925 4456 2294 107.7 1148.1
EF178293.1 227954 1486.4 9854 12715 3630.2 5623 5014
AB301022.1 247117 9235 11548 1290.2 1600.5 1538.7 2061.1
AY462217.1 109513 3585.3 3366.0 3141.2 3730.2 26979 35313
EU334511.1 252911 403.2 733.8 2079 3238 272.7 1318.1
FJ755787.1 555072 3379 8255 466.7 376.0 1156 2618.1
AF447803.1 32502 11248.4 11404.6 12420.9 10391.7 10770.2 9939.3
AY971357.1 115356 6641.0 6841.6 47811 71279 63885 7043.7
DQ402043.1 185877 2778.9 33516 18734 21943 28375 3637.8
EU660328.1 296418 161.1 413.8 576.6 129.8 66.8 6825
EU884650.1 317915 4542.0 4493.0 4074.2 5184.2 39619 50774
AY256804.1 105773 4220.8 5567.0 2192.2 35341 38343 41865
AY279207.1 87398 1452.8 2209.7 1323.1 2084.9 958.8 13352
FJ889051.1 521011 1%29 2443 3411 1241 7517 536.7
AB115955.1 91208 920.1 9813 2799.6 427.0 240.6 2205.7
GQ395245.1 584805  814.7 11287 7019 2712 868.2 12373
EF101720.1 194233 1231.6 14479 8475 19354 44758 4099.0
EU056572.1 244688  881.3 1257.5 1148.7 371.0 948.4 28985
EU373438.1 273306 1041.1 549.6 924.2 13249 5814 12546
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CP000560.1 gg_id:254750 Bacillus amyloliquefaciens str. FZB42
EF101711.1 gg_id:199319 Bacillus subtilis str. HU1

AF199464.1 gg_id:24734 Bacillus subtilis str. MK0O7
GU122961.1 gg_id:527139 Bacillus subtilis str. DBTMAR
EU852930.1 gg_id:558874 Bacillus velezensis str. B-42
AB301010.1 gg_id:241568 Bacillus amyloliquefaciens str. GH40
EU326481.1 gg_id:256348 Bacillus subtilis str. K22-13
EF634451.1 gg id:278883 Bacillus subtilis str. B1

AB300817.1 gg_id:243193 Bacillus amyloliquefaciens str. Y13
GU085100.1 gg_id:590325 Bacillus amyloliquefaciens str. Bi2
GU368920.1 gg_id:551967 Bacillus amyloliquefaciens str. LBM 5006 13
EF582419.1 gg_id:230001 Bacillus subtilis str. HDYM-31
EF646150.1 gg_id:264047 Bacillus vallismortis str. BIT-33
EU334105.1 gg_id:251858 Bacillus subtilis str. EXWB1-26
AB301004.1 gg_id:237064 Bacillus amyloliquefaciens str. GH3
AB547229.1 gg_id:529413 Bacillus amyloliquefaciens str. NCCP-49
EU257444.1 gg_id:252115 Bacillus subtilis C4-1

EU871706.1 gg_id:316462 Bacillus subtilis str. Kb003
EF101716.1 gg_id:188219 Bacillus subtilis str. HU63
DQ659145.1 gg id:169741 Bacillus polyfermenticus str. GR0O10
EU736102.1 gg_id:356656 Bacillus subtilis str. CD-10
EU360724.1 gg_id:268146 Bacillus subtilis str. BF11
AB300807.1 gg_id:239288 Bacillus amyloliquefaciens str. TC4
DQ201643.1 gg_id:140572 Bacillus subtilis str. QDY1515
EU257437.1 gg_id:254330 Bacillus subtilis C12-2

GU122948.1 gg_id:553418 Bacillus amyloliquefaciens str. DBT35C3
AB300805.1 gg_id:241816 Bacillus amyloliquefaciens str. R9
AY808064.1 gg_id:113038 Bacillus subtilis str. B53

EU257433.1 gg_id:241486 Bacillus subtilis BO10

DQ779885.1 gg_id:169394 Bacillus subtilis str. PCL1612
AY973493.1 gg_id:115203 Bacillus subtilis str. KCC103
EF528267.1 gg_id:224502 Bacillus subtilis str. CICCHLU Q42
AY603963.1 gg_id:102408 Bacillus subtilis str. RAZO1
EF517122.1 gg_id:226180 Bacillus subtilis str. JKB-8
EU862566.1 gg_id:308253 Bacillus subtilis str. ABcO

FJ157236.1 gg_id:345338 Bacillus subtilis str. FM-R3
AB211023.1 gg_id:115299 Bacillus subtilis str. SSC521-1
EU586780.1 gg_id:277086 Bacillus amyloliquefaciens str. MZ-40
GQ302520.1 gg_id:576407 Bacillus subtilis str. BP-5

EF488170.1 gg_id:301350 Bacillus subtilis str. SC2-4
DQ415893.3 gg_id:150939 Bacillus subtilis str. MA139
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CP000560.1 254750 715.1 1003.0 686.7 275.3 929.6 1600.3
EF101711.1 199319 8928.8 7735.0 42445 8657.4 94916 73619
AF195464.1 24734 537.1 8118 1651.0 767.9 1362.8 1802.0
GU122961.1 527139 8898.9 81534 2814.2 6662.7 13334 4662.1
EU852930.1 558874 1526 3189 406.6 4186 448.0 11987
AB301010.1 241568 640.3 9803 1093.2 669.0 626.1 1808.3
EU326481.1 256348 6269.9 8817.0 3720.4 51533 9520.7 8996.6
EF634451.1 278883 4512.6 6796.9 5237.0 42204 10533.6 9245.1
AB300817.1 243193  507.5 800.2 S880.1 512.8 1664.2 4557.8
GU085100.1 590325 958.1 973.0 6128 2615 903.1 17025
GU368920.1 551967 857.1 12479 480.3 780.1 15845 7185
EF582415.1 230001 1652.4 21153 16723 16843 3245.0 3725.1
EF646150.1 264047 1552.3 21195 17815 1690.8 38814 3547.2
EU334105.1 251858 143.8 562.2 465.0 3184 1286 5525
AB301004.1 237064 64.0 5546 2551 57.3 588 1753
AB547229.1 529413 5876 658.6 1405 1244 80.6 749.2
EU257444.1 252115 1623.8 19814 17743 1680.9 3870.0 3804.9
EU871706.1 316462 307.8 5804 236.8 160.0 69.7 1107.0
EF101716.1 188219 629.0 12342 1449.0 1036.6 5326.9 5183.8
DO659145.1 169741 557.3 8214 1556.3 506.1 1278.7 1483.2
EU736102.1 356656 4176.1 4256.3 3776.6 3696.6 3263.6 3978.9
EU360724.1 268146 10710.7 10612.7 6953.8 8477.0 11104.5 11504.4
AB300807.1 239288 1661.8 2117.5 17829 1690.5 3535.6 3818.8
DQ201643.1 140572 1883.5 2361.8 1523.2 6043 2961. 3030.2
EU257437.1 254330 4624.2 4327.7 16311 57148 96954 7716.5
GU122948.1 553418 38934 37014 1366.9 6566.1 8139.7 6016.8
AB300805.1 241816 1690.5 18514 1481.2 18025 2865.8 27184
AY808064.1 113038 2005 4426 559.6 2535 367.7 1607.3
EU257433.1 241486 6334.2 7290.6 51783 5515.3 10785.2 9575.2
DQ779885.1 1659394 6679.5 8667.0 3420.8 5157.6 8118.3 8185.7
AY973493.1 115203 776.1 8664 323.8 519.0 1940 12223
EF528267.1 224502 5919 8290 5138 1950 157.0 533.1
AY603963.1 102408 3665.8 3488.7 3842.3 3778.7 2696.8 3910.2
EF517122.1 226180 5672.9 84689 4230.0 50719 13017.8 10851.5
EU862566.1 308253 715.2 9425 682.2 263.2 1001.2 15945
FJ157236.1 345338 1483.8 154859 11379 4774 3164 8370
AB211023.1 115295 1128.0 1685.5 12499 1613.7 15015 2268.5
EU586780.1 277086 12808.8 13474.8 10783.6 9947.3 10685.9 11476.0
GQ302520.1 576407 3658.1 3479.5 3309.2 3794.2 2539.7 3990.1
EF488170.1 301350 5510.6 6446.1 4927.5 5403.8 6937.7 7066.3
DQ415893.3 150935 1503.1 1786.2 1633.5 1637.5 3245.0 3311.7
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GQ280076.1 gg_id:586212 Bacillus subtilis str. JS-6
AB301005.1 gg_id:249249 Bacillus amyloliquefaciens str. GH5
AB210968.1 gg_id:115303 Bacillus subtilis str. SSCT68
GQ395343.1 gg_id:545673 Bacillus subtilis str. VITSCCr01
EU753871.1 gg_id:309228 Bacillus subtilis str. Bs9-1
EU257439.1 gg_id:241982 Bacillus subtilis C9-2

EU257441.1 gg_id:245083 Bacillus subtilis C11-3
AB055007.1 gg_id:45034 Bacillus subtilis str. MC-11
EF428250.2 gg_id:221170 Bacillus subtilis str. HDYM-26
AY462197.1 gg_id:109743 Bacillus subtilis str. DF7
FJ598009.1 gg_id:575750 Bacillus subtilis str. B106
EU100745.1 gg_id:239193 Bacillus subtilis str. Z)8112
EU124556.1 gg_id:245776 Bacillus subtilis str. 0SS 5
FJ966219.1 gg_id:572738 Bacillus subtilis str. Bio AA1
EU373330.1 gg_id:265541 Bacillus subtilis str. HNLO1
EU722405.1 gg_id:354353 Bacillus subtilis str. E20
EU373397.1 gg_id:270586 Bacillus subtilis str. TPRO2
EU266581.1 gg_id:255824 Bacillus subtilis str. K 3; SLU 3
EU884651.1 gg_id:319039 Bacillus subtilis str. HUSS-4AG
EF517121.1 gg_id:224820 Bacillus subtilis str. JKC-13
EU882847.1 gg_id:344584 Bacillus subtilis str. M6-7
FJ867945.1 gg_id:552423 Bacillus subtilis str. HUB-004
AM778999.1 gg_id:559860 Bacillus thuringiensis str. SBS-BT3
ABDAQ2000001.1 gg_id:319697 Bacillus cereus str. AH1134
AE016877.1 gg_id:148198 Bacillus cereus str. ATCC 14579
AF016877.1 gg_id:148282 Bacillus cereus str. ATCC 14579
AY224383.1 gg_id:107220 Bacillus cereus str. BGSC 6A5

NC 012472.1 gg_id:471271 Bacillus cereus str. 03BB102
AY138270.1 gg_id:70008 Bacillus cereus str. H1439

NC 006274.1 gg_id:129290 Bacillus cereus E33L str. ZK
CP001283.1 gg_id:531130 Bacillus cereus str. AH820
CP001186.1 gg_id:526210 Bacillus cereus str. G9842
CP001177.1 gg_id:523696 Bacillus cereus str. AH187
NC_005957.1 gg_id:128891 Bacillus thuringiensis serovar konkukian str. 97-27
CP001177.1 gg_id:523693 Bacillus cereus str. AH187
AY224381.1 gg_id:129292 Bacillus cereus str. BGSC 6A5
CP001215.1 gg_id:520191 Bacillus anthracis str. CDC 684
ABKF01000014.1 gg_id:266909 Bacillus anthracis str. A0193
CP000001.1 gg_id:128982 Bacillus cereus str. E33L
NC_003909.8 gg_id:128527 Bacillus cereus str. ATCC 10987
NZ_ABDK01000012.1 gg_id:263541 Bacillus cereus str. NVH0597-99

ED_004625A_00010987-11309



GQ280076.1 586212 623.0 843.8 13545 15498 7349 19854
AB301005.1 249249  775.1 953.0 1016.1 3231 835.0 2510.2
AB210968.1 115303 1095.6 1638.3 12713 1633.8 1511.9 24873
GQ395343.1 545673 2130.1 1866.3 25479 2162.7 1522.1 4357.2
EU753871.1 309228 1097.8 16454 9683 717.7 597.1 2136.4
EU257439.1 241982 8632.4 6787.0 5700.1 86514 61535 7566.9
EU257441.1 245083 4421 7198 6409 1854 77.1 9209
AB055007.1 45034 4027.5 4615.6 2420.5 2541.3 34785 41446
EF428250.2 221170 4043 8794 8468 359.8 1205.6 2177.6
AY462197.1 109743 7074.7 8480.0 40535 63822 7508.0 8207.6
FJ598009.1 575750  117.6  326.5 3133 3695 216.7 4728
EU100745.1 239193 7285 9827 798.2 5348 1032.0 184538
EU124556.1 245776  679.3 10213 7161 2735 876.8 21926
FJ966219.1 572738 12456 12209 2388 273.7 169.0 156.7
EU373330.1 265541 8527.2 8668.1 7366.3 9694.3 11687.9 10564.2
EU722405.1 354353 542.6 960.9 2015.7 3921 14727 1886.5
EU373397.1 270586  565.1 859.8 16737 7731 1283.6 1645.1
EU266581.1 255824 2702.8 30093 2728.7 19348 7134.0 50913
EU884651.1 319039 289.0 7839 5297 5225 8269 19776
EF517121.1 224820 1537.0 19684 1180.1 18541 1115.2 192459
EU882847.1 344584 681.6 1014.8 691.0 2549 860.1 2075.3
F1867945.1 552423 32134 32111 6054 14854 2504.1 32389
AM778999.1 559860 11372.3 15446.0 9281.7 8255.7 11793.2 11599.8
ABDA02000001.1 319697 1743 5685 450.0 2193 124.7 1840.2
AE016877.1 148198 84.1 2086 235.0 1383 105.6 10675
AE016877.1 148282 164.9 576.1 4822 2194 120.0 1794.4
AY224383.1 107220 3313 6065 7946 3756 337.8 15246
NC_012472.1 471271 88.3 260.8 4499 157.6 77.6 14295
AY138270.1 70008 1874 5545 11514 2494 83.5 1887.1
NC_006274.1 125290 839 2274 2833 1556 105.0 1026.1
CP001283.1 531130 146.2 259.2 5759 1795 99.1 23371
CP001186.1 526210 62.0 1451 206.1 73.4 64.0 3119
CP001177.1 523696 262.0 381.8 6109 3053 204.3 128838
NC_005957.1 128891 139.7 5958 9744 3063 117.0 22205
CP001177.1 523693 1483 5411 11625 4713 1304 27311
AY224381.1 128292 633.8 12869 9226 5133 646.9 3086.4
CP001215.1 520191 1024 3717 7659 2440 97.8 1698.5
ABKF01000014.1 266909  117.1 4088 673.7 236.6 85.8 2096.7
CP000001.1 128582 2274.0 24127 22940 766.2 1093.4 3127.2
NC_0039092.8 128527 355.7 677.8 13855 3563 99.9 33253
NZ_ABDK(G1000012.1 263541 2145 880.8 12428 4452 267.3 129251
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CP001283.1 gg_id:531122 Bacillus cereus str. AH820

NC 005957.1 gg_id:128895 Bacillus thuringiensis serovar konkukian str. 97-27
NC _012659.1 gg_id:471241 Bacillus anthracis str. A0248
CP001177.1 gg_id:523695 Bacillus cereus str. AH187
NZ_ABCZ01000014.1 gg_id:261842 Bacillus cereus str. W
CP001186.1 gg_id:526217 Bacillus cereus str. G9842
CP001186.1 gg_id:526218 Bacillus cereus str. G9842

NC 005957.1 gg_id:128893 Bacillus thuringiensis serovar konkukian str. 97-27
CP001177.1 gg_id:523690 Bacillus cereus str. AH187
CP001283.1 gg_id:531129 Bacillus cereus str. AH820
CP000227.1 gg_id:522652 Bacillus cereus str. Q1

CP001176.1 gg_id:515925 Bacillus cereus str. B4264
NZ_AAUE01000002.1 gg_id:266804 Bacillus cereus str. AH820
CP001177.1 gg_id:523691 Bacillus cereus str. AH187
NR_024817.1 gg_id:536739 Bacillus asahii str. MAOO1; FERM BP-4493
AJ605772.2 gg_id:162067 Bacillus sp. str. K1-10

AJ606036.2 gg_id:163130 Bacillus sp. str. B1-1

AJ605773.3 gg_id:191440 Bacillus sp. K1-5

AB211021.1 gg_id:115202 Bacillus subtilis str. SSC522-1
EU070356.1 gg_id:278527 Bacillus sp. str. B247Ydz-hn
DQ870720.1 gg id:224292 Bacillus badius str. LMtot)2
GQ497939.1 gg_id:545039 Bacillus badius str. KO_CM52
X62178.1 gg_id:14618 Bacillus aminovorans str. NCIMB 8292
AB425362.1 gg_id:526725 Bacillus sp. str. 5207

EU169170.1 gg_id:246151 Bacillus badius str. B22
AY505500.1 gg_id:99298 Bacillus baekryungensis str. GSP36
FJ907965.1 gg_id:556964 Bacillus baekryungensis str. LY096
FJ999563.1 gg_id:400929 Bacillus arsenicus str. HLSB44
AJ422145.1 gg id:103946 Bacillus barbaricus str. V2-BllI-A2
GQ200827.1 gg_id:545867 Bacillus barbaricus str. P2
EU867386.1 gg_id:548056 Bacillus barbaricus str. CCGE2121
EU373318.1 gg_id:272802 Bacillus clausii str. SSR06
AY066000.1 gg_id:17073 Bacillus clausii str. za-w-3
EU571192.1 gg_id:262229 Bacillus sp. str. 25-4

AF329474.1 gg_id:71598 Bacillus clausii str. LMG 19610
GU296472.1 gg_id:565057 Engineered heat treated methanogenic granules (EHTG): promising biotechnological
EF014452.1 gg_id:178543 Bacillus coahuilensis str. m4-4
EF428124.1 gg id:260802 Bacillus sp. str. LL2

FJ973533.1 gg_id:409809 Bacillus cohnii str. NBPP99 B99
AB023412.1 gg_id:14683 Bacillus cohnii str. YN-2000
AM747232.1 gg_id:242373 Bacillus cereus str. INRA AF2
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CP001283.1 531122 77.5 2146 282.0 1465 98.9 8654
NC_005957.1 128895 1269 5286 1052.8 4491 1279 22036
NC_012655.1 471241 1384  598.6 1012.0 304.2 1228 22184
CP001177.1 523695 87.0 2025 4824 1701 81.4 1582.8
NZ_ABCZ01000014.1 261842 2104 6654 10403 5535 1204 32522
CP001186.1 526217 541 159.0 1845 85.0 63.8 422.2
CP001186.1 526218 1323 206.0 538.7 133.2 66.8 862.6
NC_005957.1 128893 1717 7221 737.7 2548 1204 2156.7
CP001177.1 523690 147.2 4265 882.7 315.6 85.8 2709.7
CP001283.1 531129 1933 653.3 11339 5480 117.7 3253.8
CP000227.1 522652 1420 187.7 676.8 162.2 §7.3 1474.2
CP001176.1 515925 360.3 6104 763.2 3436 369.7 1674.2
NZ_AAUEQ01000002.1 266804  295.2 651.8 14316 357.0 125.0 2807.1
CP001177.1 523691 1416 3159 710.3 1895 107.6 2677.9
NR_024817.1 536738 1653 3778 5014 2720 143.2 29116
AJ605772.2 162067 113.3 2305 848 1933 943 5381
AJ606036.2 163130 381.2 4833 676.8 387.0 268.0 4385
AJ605773.3 191440 7843.6 7717.0 3966.5 52473 54013 5051.2
AB211021.1 115202 1543.4 44635 3262.2 2663.1 3312.1 4406.9
EU070356.1 278527 492.0 856.1 9853 2386 546 997.3
DQ870720.1 224292 17852.6 20899.5 12729.9 13701.3 15469.7 14406.9
GQ497935.1 545039 6591.2 8426.6 9149.7 7717.7 12638.4 93426
X62178.1 14618 2729.4 2469.7 21669 17126 736.4 19594
AB425362.1 526725 848.7 1153.2 1050.3 2555 1256.7 1265.8
EU169170.1 246151 2406 988.6 6654 5363 1009 1290.8
AY505500.1 99298 2602.1 4702.2 2436.1 3770.8 6344 14291
FJS07965.1 556964 S33.2 2476.3 20033 12446 746.2 1658.8
FJ999563.1 400929 8783.2 7849.6 8997.6 6121.7 53959 58018
Al422145.1 103946  329.9 81295 1480.6 613.8 2177 7745
GQ200827.1 545867 1914.8 19773 2377.8 6984 628.4 16527
EU867386.1 548056 1819.8 2105.7 23459 11812 9064 13448
EU373318.1 272802 6246.3 59435 3158.9 5461.6 7089.1 67843
AY066000.1 17073 6344.6 6862.0 6354.3 2088.7 2139.2 314238
EU571192.1 262229 5436.1 5863.3 65615 71222 21458 4199.7
AF329474.1 71598 4396 3253 21158 364.2 1143 4682
GU296472.1 565057 24.8 88.1 1073 59.0 68.1 74.9
EF014452.1 178543 1176 64.9 1044 1362 1548 1941
EF428124.1 260802 70.3 2085 166.0 56.3 419 3186
FJ873533.1 405809 2663.8 2708.6 2587.1 3123.0 1453.8 30454
AB023412.1 14683 5061.6 63644 4625.0 3377.6 1952.8 2812.2
AM747232.1 242373 2323.7 2547.1 2148.0 2101.6 1070.2 2809.0
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AM747234.1 gg_id:257548 Bacillus cereus str. NVH 391-98
EU434504.1 gg_id:275759 Bacillus endophyticus str. b359

DQ298363.1 gg_id:152512 studies on and nifH Lasiurus sindicus Sewan grass Thar Desert Rajasthan India rhizos

EU434502.1 gg_id:267212 Bacillus endophyticus str. b357
EF514218.1 gg_id:223044 Bacillus endophyticus str. SP31
EU434382.1 gg_id:267998 Bacillus endophyticus str. a107
AY443035.1 gg_id:100905 Bacillus farraginis str. R-6538
AY443036.1 gg_id:101066 Bacillus farraginis str. R-6540
GQ903403.1 gg_id:568117 Bacillus sp. str. XJSL3-4

FJ950606.1 gg_id:439204 Bacillus sp. str. ¢69

AY739688.1 gg_id:114233 lubricant-contaminated soil clone KU65
F1897757.1 gg_1d:593258 Bacillus firmus str. RKS160

EU867351.1 gg_id:591316 Bacillus firmus str. CCGE2067

DQ298269.1 gg id:152877 studies on and nifH Lasiurus sindicus Sewan grass Thar Desert Rajasthan India rhizos

FJ607056.1 gg_id:539461 Bacillus firmus str. 92-1
GQ903396.1 gg_id:578791 Bacillus firmus str. XJSL2-7
GQ199760.1 gg_id:539360 Bacillus sp. str. 210_58
FJ613615.1 gg_id:536913 Bacillus firmus str. 40

FJ974057.1 gg_id:390675 Bacillus firmus str. SK20
GU297606.1 gg_id:576952 Bacillus pumilus str. U4
AY180964.1 gg_id:107468 Bacillus megaterium str. BAC19
DQ275180.1 gg_id:157508 Bacillus megaterium str. WN586
DQ207561.1 gg_id:140380 Bacillus megaterium CECRIbio 04
DQ870697.1 gg id:223236 Bacillus megaterium str. KSC_SF2j
AY739901.1 gg_id:107305 Bacillus megaterium str. ALA2; NRRL B-21660
AJ550461.1 gg_i1d:82893 Bacillus flexus

AY422986.1 gg_id:97150 Bacillus flexus str. R-6558
FJ944656.1 gg_id:532878 Bacillus megaterium str. KUDC1034
AB271139.1 gg_id:167801 Bacillus megaterium str. MX1-1
FJ435231.1 gg_id:365270 Bacillus pumilus str. 20

FJ527662.1 gg_id:546932 Bacillus subtilis str. rif200882
FJ527637.1 gg_id:535676 Bacillus megaterium str. rif200893
FJ393316.1 gg_id:358958 Bacillus megaterium str. TCCC11368
GU434216.1 gg_id:522385 Bacillus thuringiensis str. CC7
DQ275179.1 gg_id:158919 Bacillus megaterium str. WN585
GU297611.1 gg_id:560954 Bacillus flexus str. U10
EU620412.1 gg_id:277890 Bacillus subtilis str. $8-04
AJ550462.1 gg_id:83730 Bacillus megaterium

AF286485.1 gg _id:24211 Bacillus sp. str. VAN26

FJ527651.1 gg_id:568203 Bacillus megaterium str. rif200877
AJ563600.1 gg_id:87224 Bacillus flexus str. B14
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AM747234.1 257548 4926.2 62324 8499.6 6802.1 98185 77414
EU434504.1 275759 15508.1 15690.5 10085.3 12719.1 15554.6 13132.0
DQ298363.1 152512 1654.3 1028.2 762.2 7527 9725 1166.5
EU434502.1 267212 2681.2 2119.6 1078.4 15224 18349 15140
EF514218.1 223044 685 1055 209.3 80.8 85.7 136.8
EU434382.1 267998 8726.8 9174.2 6451.7 6141.0 9009.3 8724.7
AY443035.1 100905 3223 562.3 12033 1020.3 113.0 5054
AY443036.1 101066 56.6 161.1 287.8 1315 68.8 540.7
GQ903403.1 568117 68289 7174.0 5588.4 7481.0 8493.7 85485
FJ950606.1 439204 6316.9 5847.7 6040.6 5229.2 3141.2 4548.4
AY739688.1 114233 4733.6 5014.7 23437 48049 8034.8 6061.4
F1897757.1 583258 955.2 13055 12754 8529 2641.3 2679.7
EU867351.1 591316 5192.0 41389 3677.3 38953 3577.9 4259.8
D0O298265.1 152877 5413.8 54495 39956 59139 8049.8 6627.6
FJ607056.1 539461 10135.5 9670.7 8269.3 8650.2 9500.8 9960.3
GQ903356.1 578791 2658.9 2532.2 3980.0 49634 3957.8 41322
GQ199760.1 539360 1974.0 1594.3 1176.0 17775 3749 1261.6
FJ613615.1 536913 5853.8 6314.5 6283.8 6775.2 10627.4 8557.5
FJ974057.1 390675 2244 540.0 6095 2745 91.6 14437
GU257606.1 576952 1431 4645 580.2 2623 118.3 21423
AY180964.1 107468 10972.1 10707.8 6067.1 8813.4 8439.5 8951.9
DQ275180.1 157508 1262.1 1309.5 13914 8505 6176 15918
DQ207561.1 140380 397.2 4411 6624 2516 183.9 930.8
DQ870657.1 223236 187.1 288.6 7951 2421 150.2 14180
AY739901.1 107305 7119 7296 885.7 3935 2840 1260.5
AJ550461.1 82893 4996.7 48759 3350.2 7067.4 7894.0 79116
AY422986.1 97150 1538 556.6 726.0 264.7 1237 2062.0
FJ944656.1 532878 4325 5449 8722 2476 187.9 14765
AB271135.1 167801 4435.6 43459.1 3966.7 3578.2 2612.6 37249
FJ435231.1 365270 337.9 650.1 12508 4133 1978.0 1830.3
F1527662.1 546932 8735 10403 1608.1 7904 552.2 19409
F1527637.1 535676 15985.3 14842.2 6440.7 11403.5 15466.4 12573.8
FJ393316.1 358958 350.2 7329 1336.6 442.8 18515 24535
GU434216.1 522385 126.2 304.1 8952 177.6 87.7 1327.8
DQ275179.1 158919 30.4 85.8 47.8 54.1 63.2 141.7
GU297611.1 560954 157.0 564.8 683.2 2779 1221 27933
EU620412.1 277890 52.8 1256 77.3 98.0 86.2 1958
Al550462.1 83730 13409 11188 1096.8 11782 2558.7 15211
AF286485.1 24211 47133 4828.1 4767.2 5364.3 2259.6 2321.0
FJ527651.1 568203 1674.6 21246 873.8 12430 2369.6 1931.2
AJ563600.1 87224 1693 400.7 717.8 2294 83.1 1161.3
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AY373360.1 gg_id:94405 Bacillus megaterium str. g1
DQ408589.1 gg id:156380 Bacillus megaterium str. DZ011
F1527641.1 gg_id:564210 Bacillus megaterium str. rif200892
EU571105.1 gg_id:269963 Bacillus megaterium str. LM 58
GU186111.1 gg_id:585021 Bacillus megaterium str. IHB B 1331
AB114265.1 gg_id:95770 Bacillus sp. str. Kas107-3
EU867366.1 gg_id:574708 Bacillus megaterium str. CCGE2048
FJ544394.1 gg_id:465481 Bacillus megaterium str. tul2
EU240389.1 gg_id:254148 Bacillus megaterium str. B90
EU221330.1 gg_id:254456 Bacillus megaterium str. NM1C4
FJ435225.1 gg id:369782 Bacillus megaterium str. 14
EU624435.1 gg_id:280591 Bacillus subtilis str. $S6-11
EU159487.1 gg_id:320178 Bacillus megaterium str. A5
EU240391.1 gg_id:238627 Bacillus megaterium str. B110
EU884649.1 gg_id:307261 Bacillus flexus str. XUZ-R
EU977803.1 gg_id:541040 Bacillus flexus str. 1PO3UC
EU723823.1 gg_id:337630 Bacillus megaterium str. HDDMMO01
EU221414.1 gg_id:254929 Bacillus megaterium str. L2S3
EU880510.1 gg_id:347469 Bacillus megaterium str. PRE2
EU256395.1 gg_id:249550 Bacillus megaterium str. FJ011
EU977771.1 gg_id:550751 Bacillus flexus str. 1PO3SB
FJ973534.1 gg_id:396451 Bacillus megaterium str. NBPP68 B68
AY553117.1 gg_id:105474 Bacillus megaterium str. MO30
GU191915.1 gg_id:584858 Bacillus megaterium str. SB 3059
DQ105968.1 gg_id:137619 Bacillus megaterium str. 3
EU704698.1 gg_id:298601 Bacillus megaterium str. JC3
AJ717382.1 gg_id:110350 Bacillus sp. CV53

AMS50294.1 gg_id:265711 Bacillus sp. BS29 HS-2008
DQ416793.1 gg_id:274123 Bacillus sp. G2DM-33
AM749775.1 gg_id:252827 Isolation ing candidate division soils New Zealand steam-affected geothermal soil
AB271135.1 gg_id:172897 Bacillus funiculus str. MX12-2
AY169818.1 gg_id:76323 Bacillus funiculus str. NK1.2
DQ350818.1 gg_id:146154 Bacillus gelatini str. 506
AJ586337.1 gg_id:106664 Bacillus gelatini str. R-13476
EU834235.1 gg_id:356258 Bacillus licheniformis str. DS02
FN393822.1 gg_id:537145 Bacillus ginsengihumi str. ES-6al
FJ373026.1 gg_id:318969 Bacillus halmapalus str. W2-1
FJ373038.1 gg_id:327485 Bacillus sp. str. §57-2

BAQ0OC004.3 gg_id:128614 Bacillus halodurans str. C-125
AB047684.1 gg_id:21800 Bacillus okuhidensis

GU396007.1 gg_id:516103 Bacillus halodurans str. M29
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AY373360.1 94405 1127 277.1 1503 1385 76.4 7508
DQ408589.1 156380 7846.5 6608.9 5595.6 92251 5700.6 5749.5
FJ527641.1 5642106 160.0 298.0 6584 2111 154.0 7759
EU571105.1 269963 877.1 10565 15138 796.0 5874 17710
GU186111.1 585021 1426 2989 3116 2264 9329 6379
AB114265.1 95770 3841 4248 666.0 201.8 178.7 8758
EU867366.1 574708 1085.8 1601.8 3531.1 14206 881l.6 2379.2
FJ544394.1 465481 1353.1 1318.6 1308.2 851.2 636.2 14490
EU240385.1 254148 4541 6054 8319 2354 1781 1388.0
EU221330.1 254456  428.8 4895 6803 2472 199.2 95759
F1435225.1 369782 4871.3 44245 10752 12719.7 4646 850.6
EU624435.1 280591 848.3 9122 13124 655.2 553.6 20150
EU159487.1 320178 62.5 137.6 1986 65.6 65.0 2737
EU240391.1 238627 14076.5 10763.5 8964.7 9304.7 17607.4 11778.9
EU884649.1 307261 1585 564.8 7827 2955 1245 27%4.7
EU977803.1 541040 4225 493.7 7197 210.7 1837 9280
EU723823.1 337630  308.7 355.7 826.1 309.8 256.1 7056
EU221414.1 254929  394.7 4391 673.8 246.7 203.0 5205
EU880510.1 347469 8681.0 87374 6923.2 8152.6 89158 72920
EU256395.1 249550 76.1 179.8  237.8 69.7 87.7 2828
EU977771.1 550751 4326 621.8 8%4.6 240.7 168.2 14155
FJ973534.1 396451 3990.8 48747 1539.6 26515 4916.1 3657.6
AY553117.1 105474  868.5 1015.9 14875 783.8 593.3 19164
GU191915.1 584858 1683.6 2469.4 3546.0 2739.1 5644.0 4406.2
DQ105968.1 137619 862.4 10403 14984 7545 566.2 17111
EU704698.1 298601 386.6 426.7 6547 20259 1595 8857
AJ717382.1 110350 163.3 2918 534.0 265.2 1372 1176.2
AM950294.1 265711 5709.7 6262.8 2483.8 15924 11875 350859
DQ416793.1 274123 35133 3073.2 25991.8 1496.8 4640.9 28347
AM745775.1 252827 2158.7 41855 37257 20855 1737.6 6511.8
AB271135.1 172897 2470.2 25994 2661.0 3410.8 2829.2 4640.6
AY169818.1 76323 4747 5155 15534 2988 67.9 22739
DQ350818.1 146154 8438.9 89355 9364.2 8160.8 9327.5 10103.6
AJ586337.1 106664 748.0 9184 44244 13013 872.8 41838
EU834235.1 356258 61.1 73.2 69.9 63.2 76.1 76.0
FN393822.1 537145 2483.6 3820.0 2353.9 1855.0 1164.4 3516.3
FJ373026.1 318969 2984.1 3891.0 3802.7 22453 11925 1977.1
FJ373038.1 327485 1427.2 1771.0 14359 9958 402.2 S964.7
BA0GO0004.3 128614 2101.7 2948.1 2751.8 33252 23448 2651.2
AB047684.1 21800 8393.0 6471.7 5440.2 8562.0 56054 7147.7
GU3%6007.1 516103 11300.4 13806.1 11843.1 12453.2 14437.7 12999.3
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Bacillus hwajinpoensis
Bacillus hwajinpoensis
Bacillus lentus

Bacillus longiquaesitum
Bacillus longiquaesitum
Bacillus longiquaesitum
Bacillus longiquaesitum
Bacillus malacitensis
Bacillus malacitensis
Bacillus malacitensis
Bacillus malacitensis
Bacillus malacitensis
Bacillus methanolicus
Bacillus methanolicus
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus muralis
Bacillus nealsonii

49293
45409
49812
49908
47205
47590
47917
48356
46062
46647
46878
46985
47835
48176
48833
49251
49614
43759
46224
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EF113320.1 gg_id:197893 Bacillus halodurans LB 15
AB274919.1 gg_id:240829 Bacillus halodurans str. 38C-2-1
EF113315.1 gg _id:185749 Bacillus halodurans LB 28
EF113319.1 gg_id:174609 Bacillus halodurans LB 14
GU001902.1 gg_id:593219 Bacillus horikoshii str. PL42
FJ984530.1 gg _id:383268 Bacillus horikoshii str. NBSL27
EU841500.1 gg_id:348247 Bacillus horikoshii str. 633
DQ289056.1 gg_id:144299 Bacillus horikoshii HKS 1-2
AY557616.1 gg_id:101679 Bacillus sp. str. BA-54

AF227865.1 gg_id:74252 str. 86348

DQ993294.1 gg_id:199292 Bacillus sp. str. MHS037
AB073167.1 gg_id:91686 Bacillus sp. str. KSM-P358
AJ627210.1 gg_id:101827 Bacillus humi str. LMG 22167
GQ980248.1 gg_id:584544 Bacillus sp. str. NBK47

GQ903400.1 gg_id:559095 Bacillus baekryungensis str. XJ5L3-1
AF541966.1 gg_id:56525 Bacillus hwajinpoensis str. SW-72
GQ903399.1 gg_id:542839 Bacillus hwajinpoensis str. XJSL2-10
AB021189.1 gg_id:47718 Bacillus lentus str. NCIMB8773
X99966.2 gg_id:16306 soil clone

DQ129542.1 gg id:138068 microarray level air two cities Texas urban aerosol clone AKIW831

AM747040.1 gg_id:257202 Bacillus longiquaesitum str. LMG 23781
AJ001222.1 gg_id:14628 grassland soil clone DA154

EU257449.1 gg_id:250500 Bacillus subtilis C10-1

AJ830709.1 gg_id:101734 Bacillus subtilis KCM-RG5

EU723824.1 gg_id:352888 Bacillus licheniformis str. HDDMMO02
AF333249.1 gg_id:31397 Bacillus subtilis str. GXD9901
AY603657.2 gg_id:107017 Bacillus axarquiensis str. CR-119
AB112729.1 gg_id:99801 Bacillus methanolicus str. NCIMB 12524
AB112727.1 gg_id:99488 Bacillus methanolicus str. NCIMB 13113T
EU071557.1 gg_id:245682 Bacillus muralis str. EHFS1_S05He
EF634026.1 gg_id:254351 Paenibacillus polymyxa str. ISSDS-853
FJ263033.1 gg_id:361895 Bacillus simplex str. RC18

EUQ71558.1 gg_id:247017 Bacillus muralis str. EHFS2_SO5Ha
EU249563.1 gg_id:235309 Bacillus simplex str. TPBF2
EU647708.1 gg_id:273793 Bacillus muralis str. REG23

FJ544333.1 gg _id:418436 Bacillus simplex str. 816

FJ390478.1 gg_id:365017 Bacillus simplex str. HY1-2

DQ659140.1 gg id:165620 Bacillus simplex str. L1

EU647709.1 gg_id:276019 Bacillus muralis str. REG52
EF154253.1 gg_id:189650 Bacillus simplex str. 13

GU339279.1 gg_id:548055 Bacillus nealsonii str. EH51
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EF113320.1 197893 8360.2 8542.7 5705.1 10936.1 11332.2 122243
AB274915.1 240829 6986.5 7775.1 7209.1 772459 63426 7102.1
EF113315.1 185745 6518.8 53284 5278.0 7161.1 4282.1 6768.9
EF113315.1 1746059 7187.4 8160.8 5605.5 93411 92084 8447.7
GuU001902.1 593219 2035 3835 609.6 217.7 129.7 1850.3
FJ984530.1 383268 5038 7626 6241 2514 162.8 1700.7
EU841500.1 348247 1718 1788 6499 173.2 1484 15524
DQ289056.1 144295 246.2 2404  418.8 208.2 85.3 8685
AY557616.1 101679 26.5 63.2 34.5 65.4 45.0 130.0
AF227865.1 74252 9256.7 10226.8 49374 68219 54273 6043.6
DQS993294.1 1992592 1222 2114 1625 1181 2156 746.1
AB073167.1 91686 57.6 1041 1713 85.2 70.8 5429
Al627210.1 101827 1506.9 15585 987.0 601.8 3523 6843
GQ980248.1 584544 2565.0 3158.3 3603.3 1861.8 1773.1 2673.7
GQ903400.1 559095 18439 3671.9 3099.4 3140.0 1493.7 22483
AF541966.1 56525 2495.0 45225 3546.2 32924 1966.2 2363.2
GQS03399.1 542839 63234 80584 6705.1 42059 31194 3860.0
AB021185.1 47718 748 2499 2854 110.7 47.1 1806.9
X99966.2 16306 8637.8 6175.0 4338.7 4570.8 3169.8 43553
DQ129542.1 138068 755 2089 1936 1304 1106 2433
AM747040.1 257202 2559 433.0 2784 1591 1420 4716
AJ001222.1 14628 3807.4 5102.0 63375 44512 3764.2 58533
EU257445.1 250500 12944.7 8676.8 13490.3 11802.6 7484.3 10450.5
AJ830705.1 101734 5123.8 53434 51216 60034 5776.2 7852.8
EU723824.1 352888 4063.8 43343 37254 3141.0 12553.9 9690.3
AF333249.1 31397 5362.6 4308.7 43748 4923.1 5091.7 7435.0
AY603657.2 107017 22909.2 18667.0 18734.9 17324.6 17429.4 17218.8
AB112729.1 99801 1267.8 21793 23359 1054.2 18115 53107
AB112727.1 99488 3025 5255 662.2 381.3 15141 23357
EU071557.1 245682 3426 266.7 8246 1543 3098 552.7
EF634026.1 254351  439.1 9023 6835 3146 3356 13473
FJ263033.1 361895 603.2 605.7 884.3 3244 357.8 12673
EU071558.1 247017 395.6 4543 13481 2345 4486 8536
EU249563.1 235309 389.0 828.8 8509 2827 4436 18877
EU647708.1 273793  680.6 894.7 1554.6 1417.0 850.2 15925
FJ544333.1 418436 3824 440.8 13334 2321 4504 5879
FJ390478.1 365017 1478.8 1672.8 2309.6 1583.7 10719 14203
D0O659140.1 165620 7054 8136 21721 3391 817.0 18521
EU647709.1 276019  522.7 9684 697.0 3147 3309 17745
EF154253.1 189650 1502.2 1619.8 23284 17321 28279 3714.1
GU339279.1 548055 4030.7 5283.7 3577.4 45515 78125 6959.0
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GQ284408.1 gg_id:580387 Bacillus nealsonii str. TSWCSN40
EU660368.1 gg_id:297118 Bacillus nealsonii str. CT18
DQ176420.1 gg_id:142679 Bacillus niabensis str. 4T12
AB271138.1 gg_id:163533 Bacillus niabensis str. $2-1
AJ542512.1 gg_id:81403 Bacillus novalis str. LMG 21837
X82492.1 gg_id:14591 Bacillus oleronius str. DSM 9356
AF393508.1 gg_id:48382 Bacillus oleronius str. LMG 17886; MB397
AF519460.1 gg_id:70683 Bacillus pichinotyi str. RS1; CIP 106 662
GQ980242.1 gg_id:580245 Bacillus pocheonensis str. NBK29
FJ009384.1 gg _id:340114 Bacillus pocheonensis str. F5
FJ009411.1 gg_id:348661 Bacillus drentensis str. G18
FJ009379.1 gg_id:356165 Bacillus soli str. G8

EU533950.1 gg_id:405006 Bacillus pseudofirmus str. SVB1
X92159.1 gg_id:44577 Lake Nakuru isolate 18N1

EU004572.1 gg_id:248873 Bacillus sp. str. HM06-10

FJ883626.1 gg_id:531668 Bacillus pumilus str. P1-71/08C2
EU311209.1 gg_id:235734 Bacillus pumilus str. zyj1-3
AY167881.1 gg_id:77430 Bacillus pumilus str. SAFN-036
DQ870769.1 gg_id:222587 Bacillus pumilus str. KSC_totbc
FJ390481.1 gg_id:361286 Bacillus pumilus str. WX12
EU977783.1 gg_id:543611 Bacillus pumilus str. 1P09SB
EU927414.1 gg_id:341761 Bacillus pumilus str. 121-S
FJ573185.1 gg_id:534143 Bacillus pumilus str. GESF1
FI577677.1 gg_id:563057 Bacillus safensis str. B1-1

FJ549008.1 gg_id:550529 Bacillus pumilus str. SH-B3

F1607352.1 gg_id:572654 Pseudomonas monteilii str. SeaH-As4w
AB518973.1 gg_id:556388 Bacillus sp. str. MB60

EU239470.1 gg_id:249934 Bacillus selenatarsenatis str. XJUHX-8
DQO084543.1 gg_id:129585 Bacillus sp. GD1212

AB262082.1 gg_id:161465 Bacillus selenatarsenatis str. SF-1
ABHZ01000019.1 gg_id:239487 Bacillus selenitireducens str. MLS10
AY373319.1 gg_id:94287 Bacillus smithii str. R-7170
DQ129477.1 gg_id:153544 microarray level air two cities Texas urban aerosol clone AKIW690
AJ542514.1 gg id:81120 Bacillus soli str. LMG 21839
AM237399.1 gg_id:150943 Bacillus bataviensis 05-225
AF302120.1 gg_id:30814 Ba